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<210> 1 

<211> 3176 

<212> DNA 

20 <213> Arabidopsis thaliana ERECTA allele 



40 



<400> 1 

gtttcttctt catggagact tgaaagcttt taaagtatat ctaaaaacgc agtcgtttta 



60 



25 agactgtgtg tgagaaatgg ctctgtttag agatattgtt cttcttgggt ttctcttctg 120 

cttgagctta gtagctactg tgacttcaga ggagggagca acgttgctgg agattaagaa 180 

gtcattcaaa gatgtgaaca atgttcttta tgactggaca acttcacctt cttcggatta 240 

30 

ttgtgtctgg agaggtgtgt cttgtgaaaa tgtcaccttc aatgttgttg ctcttaattt 300 

gtcagatttg aatcttgatg gagaaatctc acctgctatt ggagatctca agagtctctt 360 

35 gtcaattgat ctgcgaggta atcgcttgtc tggacaaatc cctgatgaga ttggtgactg 420 

ttcttctttg caaaecttag acttatcctt caatgaatta agtggtgaca taccgttttc 480 

gatttcgaag ttgaagcaac ttgagcagct gattctgaag aataaccaat tgataggacc 540 

gatcccttca acactttcac agattccaaa cctgaaaatt ctggacttgg cacagaataa 

actcagtggt gagataccaa gacttattta ctggaatgaa gttcttcagt atcttgggtt 



600 



660 



BEST AVAHLABLE COPY 



gcgaggaaac aacttagtcg gtaacatttc tccagatttg tgtcaactga ctggtctttg 720 

gtattttgac gtaagaaaca acagtttgac tggtagtata cctgagacga taggaaattg ISO 

5 

cactgccctc caggttttgg acttgtccta caatcagcta actggtgaga tcccttttga 840 

catcggcttc ctgcaagttg caacattatc attgcaaggc aatcaactct ctgggaagat 900 

lO tccatcagtg attggtctca tgcaagccct tgcagtctta gatctaagtg gcaacttgtt 960 

gagtggatct attcctccga ttctcggaaa tcttactttc accgagaaat tgtatttgca 1020 

cagtaacaag ctgactggtt caattccacc tgagcttgga aacatgtcaa aactccatta 1080 

15. 

cctggaactc aatgataatc atctcacggg tcatatacca ccagagcttg ggaagcttac 1140 

tgacttgttt gatctgaatg tggccaacaa tgatctggaa ggacctatac ctgatcatct 1200 

20 gagctcttgc acaaatctaa acagcttaaa tgttcatggg aacaagttta gtggcactat 1260 

accccgagca tttcaaaagc tagaaagtat gacttacctt aatctgtcca gcaacaatat 1320 

caaaggtcca atcccggttg agctatctcg tatcggtaac ttagatacat tggatctttc 1380 

25 

caacaacaag ataaatggaa tcattccttc ttcccttggt gatttggagc atcttctcaa 1440 

gatgaacttg agtagaaatc atataactgg tgtagttcca ggcgactttg gaaatctaag 1500 

30 aagcatcatg gaaatagatc tttcaaataa tgetatctct ggcccaattc cagaagagct 1560 

taaccaatta cagaacataa ttttgctgag actggaaaat aataacctga ctggtaatgt 1620 

tggttcarta gccaactgtc tcagtctcac tgtattgaat gtatctcata acaacctcgt 1680 

35 . . 

aggtgatatc cctaagaaca ataacttctc aagattttca ccagacagct tcattggcaa 1740 

tcctggtctt tgcggtagtt ggctaaactc accgtgtcar gattctcgtc gaactgtacg 1800 

40 agtgtcaatc tctagagcag ctattcttgg aatagctatt gggggacttg tgatccttct 1860 

catggtctta atagcagctt gccgaccgca taatcctcct ccttttcttg atggatcact 1920 



3 

tgacaaacca gtaacttatt cgacaccgaa gctcgtcatc cttcatatga acatggcact 1980 

ccacgtttac gaggatatca tgagaatgac agagaatcta agtgagaagt atatcattgg 2040 

5 gcacggagca tcaagcactg tatacaaatg tgttttgaag aattgtaaac cggttgcgat 2100 

taagcggctt tactctcaca acccacagtc aatgaaacag tttgaaacag aactcgagat 2160 

gctaagtagc atcaagcaca gaaatcttgt gagcctacaa gcttattccc tctctcactt 2220 

lO 

ggggagtctt ctgttctatg actatttgga aaatggtagc ctctgggatc ttcttcatgg 2280 

ccctacgaag aaaaagactc ttgattggga cacacggctt aagatagcat atggtgcagc 2340 

15 acaaggttta gcttatctac accatgactg tagtccaagg atcattcaca gagacgtgaa 2400 

gtcgtccaac attctcttgg acaaagactt agaggctcgt ttgacagatf ttggaatagc 2460 

gaaaagcttg tgtgtgtcaa agtcacatac ttcaacttac gtgatgggca cgataggtta 2520 

20 

catagacccc gagtatgctc gcacttcacg gctcactgag aaatccgatg tctacagtta 2580 

tggaatagtc cttcttgagt tgttaacccg aaggaaagcc gttgatgacg aatccaatct 2640 

25 ccaccatctg ataatgtcaa agacggggaa caatgaagtg atggaaatgg cagatccaga 2700 

catcacatcg acgtgtaaag atctcggtgt ggtgaagaaa gttttccaac tggcactcct 2760 

atgcaccaaa agacagccga atgatcgacc cacaatgcac caggtgactc gtgttctcgg 2820 

30 

cagttttatg ctatcggaac aaccacctgc tgcgactgac acgtcagcga cgctggctgg 2880 

ttcgtgctac gtcgatgagt atgcaaatct caagactcct cattctgtca attgctcttc 2940 

35 catgagtgct tctgatgctc aactgtttct tcggtttgga caagttattt ctcagaacag 3000 

tgagtagttt ttcgttagga ggagaatctt taaaacggta tcttttcgtt gcgttaagct 3060 

grtagaaaaa ttaatgtctc atgtaaagta ttatgcactg ccttattatt attagacaag 3120 

40 

tgtgtggtgt gaatatgtct tcagactggc ecttagactt cctataagtt cttgcc 3176 



4 



<210> 2 
<211> 976 
<212> PRT 

<213> Arabidopsis thaliana ERECTA allele 

5 

<400> 2 

Met Ala Leu Phe Arg Asp lie Val Leu Leu Giy Phe Leu Phe Cys Leu 
1 5 10 15 

lO 

Ser Leu Val Ala Thr Val Thr Ser Glu Glu Gly Ala Thr Leu Leu Glu 
20 25 30 

15 

lie Lys Lys Ser Phe Lys Asp Val Asn Asn Val Leu Tyr Asp Trp Thr 
35 40 45 



20 Thr Ser Pro Ser Ser Asp Tyr Cys Val Trp Arg Gly Val Ser Cys Glu 
50 55 60 



Asn Val Thr Phe Asn Val Val 
25 65 70 

Asp Gly Glu He Ser Pro Ala 
85 

30 

He Asp Leu Arg Gly Asn Arg 
100 

35 

Gly Asp Cys Ser Ser Leu Gin 
115 



Ala Leu Asn Leu Ser Asp Leu Asn Leu 
75 80 



He Gly Asp Leu Lys Ser Leu Leu Ser 
90 95 



Leu Ser Gly Gin He Pro Asp Glu He 
105 110 



Asn Leu Asp Leu Ser Phe Asn Glu Leu 
120 125 



40 Ser Gly Asp He Pro Phe Ser He Ser Lys Leu Lys Gin Leu Glu Gin 
130 135 140 



5 



Leu lie Leu Lys Asn Asn Gin Leu lie Gly Pro lie Pro Ser Thr Leu 
145 150 155 160 



5 Ser Gin lie Pro Asn Leu Lys lie Leu Asp Leu Ala Gin Asn Lys Leu 
165 170 175 



Ser Gly Glu lie Pro Arg Leu lie Tyr Trp Asn Glu Val Leu Gin Tyr 
lO 180 185 190 



Leu Gly Leu Arg Gly Asn Asn Leu Val Gly Asn lie Ser Pro Asp Leu 
195 200 205 

15 

Cys Gin Leu Thr Gly Leu Trp Tyr Phe Asp Val Arg Asn Asn Ser Leu 
210 215 220 

20 

Thr Gly Ser lie Pro Glu Thr He Gly Asn Cys Thr Ala Phe Gin Val 
225 230 235 240 



25 Leu Asp Leu Ser Tyr Asn Gin Leu Thr Gly Glu He Pro Phe Asp He 
245 250 255 



Gly Phe Leu Gin Val Ala Thr Leu Ser Leu Gin Gly Asn Gin Leu Ser 
30 260 265 270 



Gly Lys He Pro Ser Val He Gly Leu Met Gin Ala Leu Ala Val Leu 
275 280 285 

35 

Asp Leu Ser Gly Asn Leu Leu Ser Gly Ser He Pro Pro He Leu Gly 
290 295 300 



40 

Asn Leu Thr Phe Thr Glu Lys Leu Tyr Leu His Ser Asn Lys Leu Thr 
305 310 315 320 



6 



Gly Ser lie Pro Pro Glu Leu Gly Asn Met Ser Lys Leu His Tyr Leu 
325 330 335 

5 

Glu Leu Asn Asp Asn His Leu Thr Gly His lie Pro Pro Glu Leu Gly 
340 345 350 



lO Lys Leu Thr Asp Leu Phe Asp Leu Asn Val Ala Asn Asn Asp Leu Glu 
355 360 365 



Gly Pro lie Pro Asp His Leu Ser Ser Cys Thr Asn Leu Asn Ser Leu 
15 370 375 380 



Asn Vai His Gly Asn Lys Phe Ser Gly Thr lie Pro Arg Ala Phe Gin 
385 390 395 400 

20 

Lys Leu Glu Ser Met Thr Tyr Leu Asn Leu Ser Ser Asn Asn lie Lys 
405 410 415 

25 

Gly Pro lie Pro Val Glu Leu Ser Arg He Gly Asn Leu Asp Thr Leu 
420 425 430 



30 Asp Leu Ser Asn Asn Lys He Asn Gly He lie Pro Ser Ser Leu Gly 
435 440 445 



Asp Leu Glu His Leu Leu Lys Met Asn Leu Ser Arg Asn His He Thr 
35 450 455 460 



Gly Vol Val Pro Gly Asp Phe Gly Asn Leu Arg Ser He Met Glu lie 
465 470 475 460 

40 



Asp Leu Ser Asn Asn Asp He Ser Gly Pro He Pro Glu Glu Leu Asn 
485 490 495 



7 



Gin Leu Gin Asn He He Leu Leu Arg Leu Glu Asn Asn Asn Leu Thr 
500 505 510 

5 

Gly Asn Val Gly Ser Leu Ala Asn Cys Leu Ser Leu Thr Val Leu Asn 
515 520 525 

lO 

Vol Ser His Asn Asn Leu Vei Gly Asp He Pro Lys Asn Asn Asn Phe 
530 535 540 



15 Ser Arg Phe Ser Pro Asp Ser Phe He Gly Asn Pro Gly Leu Cys Gly 
545 550 555 560 



Ser Trp Leu Asn Ser Pro Cys His Asp Ser Arg Arg Thr Vai Arg Val 
20 565 570 575 



Ser He Ser Arg Ala Ala He Leu Gly He Ala He Gly Gly Leu Val 
580 585 590 

25 

He Leu Leu Met Val Leu He Ala Ala Cys Arg Pro His Asn Pro Pro 
595 600 605 

30 

Pro Phe Leu Asp Gly Ser Leu Asp Lys Pro Val Thr Tyr Ser Thr Pro 
610 615 620 



35 Lys Leu Val He Leu His Met Asn Met Ala Leu His Val Tyr Glu Asp 
625 630 635 640 



He Met Arg Met Thr Glu Asn Leu Ser Glu Lys Tyr He He Gly His 
40 645 650 655 



Gly Ala Ser Ser Thr Val Tyr Lys Cys Val Leu Lys Asn Cys Lys Pro 




660 

Val Ala lie Lys Arg 
5 675 

Phe Glu Thr Glu Leu 
690 

lO 

Val Ser Leu Gin Ala 
705 

15 

Tyr Asp Tyr Leu Glu 
725 



8 

665 



Leu Tyr Ser His Asn 
680 



Glu Met Leu Ser Ser 
695 



Tyr Ser Leu Ser His 
710 



Asn Gly Ser Leu Trp 
730 




670 



Pro Gin Ser Met Lys Gin 
685 



lie Lys His Arg Asn Leu 
700 



Leu Gly Ser Leu Leu Phe 
715 720 



Asp Leu Leu His Gly Pro 
735 



20 Thr Lys Lys Lys Thr Leu Asp Trp Asp Thr Arg Leu Lys lie Ala Tyr 
740 745 750 



Gly Ala Ala Gin Gly Leu Ala Tyr Leu His His Asp Cys Ser Pro Arg 
25 755 760 765 



lie He His Arg Asp Val Lys Ser Ser Asn He Leu Leu Asp Lys Asp 
770 775 780 

30 

Leu Glu Ala Arg Leu Thr Asp Phe Gly He Ala Lys Ser Leu Cys Val 
785 790 795 800 

35 

Ser Lys Ser His Thr Ser Thr Tyr Val Met Gly Thr He Gly Tyr He 
805 810 815 



40 Asp Pro Glu Tyr Ala Arg Thr Ser Arg Leu Thr Glu Lys Ser Asp Val 
820 825 830 
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Tvr Ser Tyr Gly He Val Leu Leu Giu Leu Leu Thr Arg Arg Lys Ala 
835 840 845 



5 Val Asp Asp Giu Ser Asn Leu His His Leu He Met Ser Lys Thr Gly 
850 855 860 



Asn Asn Giu Val Met Giu Met Ala Asp Pro Asp He Thr Ser Thr Cys 
lO 865 870 875 880 



Lys Asp Leu Gly Val Val Lys Lys Val Phe Gin Leu Ala Leu Leu Cys 
885 890 895 

15 

Thr Lys Arg Gin Pro Asn Asp Arg Pro Thr Met His Gin Val Thr Arg 
900 905 910 

20 

Val Leu Gly Ser Phe Met Leu Ser Giu Gin Pro Pro Ala Ala Thr Asp 
915 920 925 



25 Thr Ser Ala Thr Leu Ala Gly Ser Cys Tyr Val Asp Giu Tyr Ala Asn 
930 935 940 



Leu Lys Thr Pro His Ser Val Asn Cys Ser Ser Met Ser Ala Ser Asp 
30 945 950 955 960 

Ala Gin Leu Phe Leu Arg Phe Gly Gin Val He Ser Gin Asn Ser Giu 
965 970 975 

35 

<210> 3 
<211> 3000 
<212> DNA 
40 <213> rice ERECTA 

<400> 3 

atggcggcgg cgagggcgcc gtggctgtgg tggtgggtgg tggtggttgt tggtgtggcg 60 



lO 

gtggcggagg cggcctccgg aggaggagga gggggagatg gggaggggaa ggcgctgatg 120 

ggcgtgaagg ccggtttcgg gaacgcggcc aacgcgctcg tcgactggga cggcggcgcc 180 

5 

gaccactgcg cgtggcgcgg cgtcacctgc gacaacgcct ccttcgccgt cctcgccctg 240 

aacttgtcaa atctaaacct aggaggtgag atctcgccgg ccatcggaga gctcaagaat 300 

lO ctacagttcg ttgatctcaa ggggaacaag ctcactggcc aaatcccaga tgagattggg 360 

gactgcatct ccttaaaata tttggatttg tctggcaact tgctgtatgg agacatcccc 420 

ttctccatct ccaagctcaa gcagcttgag gagctgattt tgaagaacaa ccagctcacg 480 

15 

ggacccatcc cttccacatt gtcccaaatt ccaaatctca agacattgga cctggcacag 540 

aaccagctta caggcgatat cccaaggctc atatactgga atgaagttct gcaataccta 600 

20 ggtttgaggg gtaactcact gactggaact ttgtcacctg acatgtgcca actgactggc 660 

ctgtggtact ttgatgtaag gggaaacaat ctcacaggga ccattccaga gagcataggg 720 

aactgcacca gctttgagat tctggacatt tcgtataacc aaatctctgg agaaatacct 780 

25 

tacaacatag gctttcttca agtagccaca ctgtcacttc aaggaaatag actgactggg 840 

aaaattccag atgtgattgg cctgatgcaa gctcttgctg ttctagacct gagtgagaac 900 

30 gagctggtag ggcccattcc ttctatactg ggcaatctat cctatactgg aaaactatat 960 

ttacatggga acaaacttac tggagtcata ccgccggagc ttgggaacat gagtaaactt 1020 

agctacctac aactgaatga taatgaattg gtgggcacaa ttccagcaga gcttggcaaa 1080 

35 

cttgaagagc tttttgaact aaatcttgcc aacaacaatc ttcaaggtcc tattcctgca 1140 

aacatcagtt crtgcactgc tctaaacaea ttcaatgttt atggcaataa gctaaatggt 1200 

40 tctattcctg ctggtttcca gaagttggag agtctgactt acttgaacct atcttcaaac 1260 

aatttcaaag gcaatattcc ttctgagctt ggtcacatca tcaacttgga cacattggat 1320 
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ctttcctaca atgaattctc tggaccagtt cctgctacca ttggtgatct agagcacctt 1380 

cttgaactga atttgagtaa gaaccatctt gatgggccag ttcctgctga gtttggaaac 1440 

5 ttgagaagcg tccaagtaat tgatatgtcc aacaacaact tatctggtag tctgcccgag 1500 

gaacttggac aacttcaaaa ccttgatagc ctgattctta acaacaacaa tttggttggg 1560 

gagatccctg ctcaattggc caactgcttc agcttaaata accttgcatt tcaggaattt 1620 

lO 

gtcatacaac aatttatctg gacatgtccc gatggcaaag aacttctcga aattcccaat 1680 

ggaaagcatc ttctaatttc tgettgcaac cagtacataa atcataaatg cagcttcttg 1740 

15 ggtaatccat tactgcatgt ttactgccaa gattccagct gtggacactc tcatggacaa 1800 

agagttaata tttcaaagac agcaattgct tgcattatct taggctttat catattgctc 1860 

tgcgttctgc tgttggctat atataaaaca aatcaaccac agccacttgt caaaggatcc 1920 

20 

gataagccag tgcaaggacc tccaaagcta gttgttctcc agatggacat ggctatccat 1980 

acttacgagg acatcatgag gctgacagag aatttgagcg agaaatacat cattggctat 2040 

25 ggcgcctcaa gcactgtcta caaatgtgaa ctcaagagcg gcaaggccat tgctgtcaag 2100 

cggctttaca gtcagtataa ccatagcctc cgagagtttg aaacagaact agagacaatt 2160 
ggcagcatac ggcacaggaa tcttgttagc ctccatggct tctcgctatc tccacatgga 2220 

30 

aacttgctct tctatgatta cetggaaaat ggttccttgt gggatcttct ccacggtcca 2280 
tcaaagaaag tgaagctcaa ctgggacaca agactgagga tcgcggtcgg agctgcacaa 2340 
35 gggctggcct atctccacca tgactgcaac cctcgcataa tccacagaga tgtcaagtcc 2400 
tccaacatcc tgctcgacga gaacttcgaa gcgcacctct cagatttcgg catagccaaa 2460 
rgtgtcccct ctgccaagtc ccatgcctcc acttatgtgc taggaaccat cggctacatt 2520 

40 

gatccggagt atgccaggac ttccaggctc aatgagaaat ctgatgtgta cagcttcggc 2580 
atcgtccttc tggaattgct cacagggaag aaggccgtcg acaacgaatc gaacttgcat 2640 



12 



caattgatac tctccaaagc tgatgacaac acagtcatgg aggcagtgga ctcggaggtg 2700 

tcagtgacgt gcacggacat gggactggtc aggaaggcct tccagctcgc ccttctgtgc 2760 

5 

accaagaggc acccttcaga ccggccgacc atgcacgagg ttgcaagggt gctgctctcc 2820 

ctgctgccgg cctccgccat gacaacgccc aagacggtgg actactcccg gttgctggcg 2880 

lO tcgacgacga cggcggccga catgcgaggg cacgacgtga ccgacatcgg cgacaacagc 2940 

tcctccgacg agcagtggtt cgtcaggttc ggcgaggtca tatccaagca cacaatgtga 3000 



15 <210> 4 

<211> 999 

<212> PRT 

<213> rice ERECTA 

20 <400> 4 

Met Ala Ala Ala Arg Ala Pro Trp Leu Trp Trp Trp Val Val Val Val 
1 5 10 15 

Val Gly Val Ala Val Ala Glu Ala Ala Ser Gly Gly Gly Gly Gly Gly 
20 25 30 



30 Asp Gly Glu Gly Lys Ala Leu Met Gly Val Lys Ala Gly Phe Gly Asn 
35 40 45 



Ala Ala Asn Ala Leu Val Asp Trp Asp Gly Gly Ala Asp His Cys Ala 
35 50 55 60 

Trp Arg Gly Val Thr Cys Asp Asn Ala Ser Phe Ala Val Leu Ala Leu 
65 70 75 . 80 

40 

Asn Leu Ser Asn Leu Asn Leu Gly Gly Glu He Ser Pro Ala He Gly 
85 90 95 
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Glu Leu Lys Asn Leu Gin Phe Val Asp Leu Lys Gly Asn Lys Leu Thr 
100 105 110 

5 

Gly Gin lie Pro Asp Glu lie Gly Asp Cys lie Ser Leu Lys Tyr Leu 
115 120 125 

lO 

Asp Leu Ser Gly Asn Leu Leu Tyr Gly Asp He Pro Phe Ser He Ser 
130 135 140 



15 Lys Leu Lys Gin Leu Glu Glu Leu He Leu Lys Asn Asn Gin Leu Thr 
145 150 155 160 



Gly Pro He Pro Ser Thr Leu Ser Gin He Pro Asn Leu Lys Thr Leu 
20 165 170 175 



Asp Leu Ala Gin Asn Gin Leu Thr Gly Asp He Pro Arg Leu He Tyr 
180 185 190 

Trp Asn Glu Val Leu Gin Tyr Leu Gly Leu Arg Gly Asn Ser Leu Thr 
195 200 205 



30 

Gly Thr Leu Ser Pro Asp Met Cys Gin Leu Thr Gly Leu Trp Tyr Phe 
210 215 220 



35 Asp Val Arg Gly Asn Asn Leu Thr Gly Thr He Pro Glu Ser He Gly 
225 230 235 240 



Asn Cys Thr Ser Phe Glu He Leu Asp He Ser Tyr Asn Gin He Ser 
40 245 250 255 



Gly Glu He Pro Tyr Asn He Gly Phe Leu Gin Val Ala Thr Leu Ser 
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260 



265 



270 



Leu Gin Giy Asn Arg Leu Thr Gly Lys lie Pro Asp Val lie Gly Leu 
5 275 280 285 



Met Gin Ala Leu Ala Val Leu Asp Leu Ser Glu Asn Glu Leu Val Gly 
290 295 300 

lO 

Pro lie Pro Ser lie Leu Gly Asn Leu Ser Tyr Thr Gly Lys Leu Tyr 
305 310 315 320 



15 



Leu His Gly Asn Lys Leu Thr Gly Val lie Pro Pro Glu Leu Gly Asn 
325 330 335 



20 Met Ser Lys Leu Ser Tyr Leu Gin Leu Asn Asp Asn Glu Leu Val Gly 
340 345 350 



Thr lie Pro Ala Glu Leu Gly Lys Leu Glu Glu Leu Phe Glu Leu Asn 
25 355 360 365 



Leu Ala Asn Asn Asn Leu Gin Gly Pro lie Pro Ala Asn lie Ser Ser 
370 375 . 380 



30 



Cvs Thr Ala Leu Asn Lys Phe Asn Val Tyr Gly Asn Lys Leu A.sn Gly 
385 390 395 400 



35 



Ser lie Pro Ala Gly Phe Gin Lys Leu Glu Ser Leu Thr Tyr Leu Asn 
405 410 415 



40 Leu Ser Ser Asn Asn Phe Lys Gly Asn lie Pro Ser Glu Leu Gly His 
420 425 430 



15 



He lie Asn Leu Asp Thr Leu Asp Leu Ser Tyr Asn Glu Phe Ser Gly 
435 440 445 



5 Pro Val Pro Ala Thr lie Gly Asp Leu Glu His Leu Leu Glu Leu Asn 
450 455 460 



Leu Ser Lys Asn His Leu Asp Gly Pro Val Pro Ala Glu Phe Gly Asn 
lO 465 470 475 480 



Leu Arg Ser Val Gin Val lie Asp Met Ser Asn Asn Asn Leu Ser Gly 
485 490 495 

Ser Leu Pro Glu Glu Leu Gly Gin Leu Gin Asn Leu Asp Ser Leu lie 
500 505 510 

20 

Leu Asn Asn Asn Asn Leu Val Gly Glu lie Pro Ala Gin Leu Ala Asn 
515 520 .525 



25 Cys Phe Ser Leu Asn Asn Leu Ala Phe Gin Glu Phe Val lie Gin Gin 
530 535 540 



Phe lie Trp Thr Cys Pro Asp Gly Lys Glu Leu Leu Glu lie Pro Asn 
30 545 



Glv Lys His Leu Leu lie Ser Asp Cys Asn Gin Tyr He Asn His Lys 
565 570 575 

35 

Cvs Ser Phe Leu Gly Asn Pro Leu Leu His Val Tyr Cys Gin Asp Ser 
580 585 590 

40 

Ser Cys Gly His Ser His Gly Gin Arg Val Asn He Ser Lys Thr Ala 
595 600 605 



i6 



He Ala Cys He He Leu Gly Phe He He Leu Leu Cys Val Leu Leu 
610 615 620 



Leu Ala He Tyr Lys Thr Asn Gin Pro Gin Pro Leu Val Lys Gly Ser 
625 630 635 640 



lO Asp Lys Pro Val Gin Gly Pro Pro Lys Leu Val Val Leu Gin Met Asp 
645 650 655 



15 



Met Ala He His Thr Tyr Glu Asp He Met Arg Leu Thr Glu Asn Leu 
660 665 670 



20 



25 



Ser Glu Lys Tyr He He Gly Tyr Gly Ala Ser Ser Thr Val Tyr Lys 
675 680 685 



Cys Glu Leu Lys Ser Gly Lys Ala He Ala Val Lys Arg Leu Tyr Ser 
690 695 700 



Gin Tyr Asn His Ser Leu Arg Glu Phe Glu Thr Glu Leu Glu Thr He 
705 "710 715 720 



30 Gly Ser He Arg His Arg Asn Leu Val Ser Leu His Gly Phe Ser Leu 
725 730 735 



35 



Ser Pro His Gly Asn Leu Leu Phe Tyr Asp Tyr Met Glu Asn Gly Ser 
740 745 750 



Leu Trp Asp Leu Leu His Gly Pro Ser Lys Lys Val Lys Leu Asn Trp 
755 760 765 



40 



Asp Thr Arg Leu Arg He Ala Val Gly Ala Ala Gin Gly Leu Ala Tyr 
770 775 760 



lO 



17 



Leu His His Asp Cys Asn Pro Arg lie lie His Arg Asp Val Lys Ser 
785 790 795 800 



Ser Asn He Leu Leu Asp Glu Asn Phe Glu Ale His Leu Ser Asp Phe 
805 810 815 



Gly lie Ala Lys Cys Val Pro Ser Ala Lys Ser His Ala Ser Thr Tyr 
820 825 830 



15 Val Leu Gly Thr He Gly Tyr He Asp Pro Glu Tyr Ala Arg Thr Ser 
835 840 845 



Arg Leu Asn Glu Lys Ser Asp Val Tyr Ser Phe Gly He Val Leu Leu 
20 850 855 860 



Glu Leu Leu Thr Gly Lys Lys Ala Val Asp Asn Glu Ser Asn Leu His 
870 675 880 



25 



30 



865 



Gin Leu He Leu Ser Lys Ala Asp Asp Asn Thr Val Met Glu Ala Val 
885 890 895 



Asp Ser Glu Val Ser Val Thr Cys Thr Asp Met Gly Leu Val Arg Lys 
900 905 910 



35 Ala Phe Gin Leu Ala Leu Leu Cys Thr Lys Arg His Pro Ser Asp Arg 
915 920 925 



Pro Thr Met His Glu Val Ala Arg Val Leu Leu Ser Leu Leu Pro Ala 
40 930 935 940 



Ser Ala Met Thr Thr Pro Lys Thr Val Asp Tyr Ser Arg Leu Leu Ala 



19 

atcccattca acattggttt cctacaagtg gctacactat cctcgcaagg gaacaagttc 720 

accggtccaa ttccttcagt aattggtctt atgcaggctc tcgctgttct agatctgagt 780 

5 tacaaccaat tatctggtcc tataccatca atactaggca acttgacata cactgagaag 840 

ctgtacatcc aaggcaataa gttaactggg tcgataccac cagagttagg aaatatgtca 900 

acacttcatt acctagaact gaacgataat caacttactg ggtcaattcc accagagctt 960 

lO 

ggaaggctaa caggcttgtt tgacctgaac cttgcgaata accacctgga aggaccaatt 1020 

cctgacaacc taagttcatg tgtgaatctc aatagcttca atgcttatgg caacaagtta 1080 

15 aatgggacca ttcctcgttc gttgcggaaa cttgaaagca tgacctattt aaatctgtca 1140 

tcaaacttca taagtggctc tattcctatt gagttatcaa ggatcaacaa tttggacacg 1200 

ctggatttat cctgtaacat gatgactggt ccaattccat catcaattgg cagcctagag 1260 

20 

catctattga gacttaactt gagcaagaat ggtctagttg gattcatccc cgcggagttt 1320 

ggtaatttga ggagtgtcat ggagattgat ttatcctata atcaccttgg tggcctgatt 1380 

25 cctcaagaac ttgaaatgct gcaaaacctg atgttgctaa atgtgtcgta caataatttg 1440 

gctggtgttg tccctgctga caacaacttc acacggtttt cacctgacag ctttttaggt 1500 

aatcctggac tctgtggata ctggcttggt tcgtcgtgtc gttccactgg ccaccacgag 1560 

30 

aaaccgccta tctcaaaggc tgccataatt ggtgttgctg tgggtggact tgttatcctc 1620 

ttgatgstct tagtagctgt ttgcaggcca catcgtccac ctgcttttaa agatgtcact 1680 

35 gtaagcaagc cagtgagaaa tgctcccccc aagctggtga tccttcatat gaacatggcc 1740 

cttcatgtat acgatgacat aatgaggatg actgagaact tgagtgagae atacatcatt 1800 

ggatacgggg cgtcaagtac agtttataaa tgtgtcctaa agaattgcaa accggtggca 1860 

40 

ataaaaaagc tgtatgccca ctacccacag agccttaagg aatttgaaac tgagcttgag 1920 

actgttggta gcatcaagca ccggaatcta gtcagccttc aagggtactc attatcacct 1980 



20 



gttgggaacc tcctctttta tgattatatg gaatgtggca gcttatggga tgttttacat 2040 

gaaggttcat ccaagaagaa aaaacttgac tgggagactc gcctacggat tgctcttggt 2100 

5 

acagctcaag gccttgctta ccttcaccat gactgcagtc cacggataat tcatcgggat 2160 

gtaaaatcaa agaatatact ccttgacaaa gattatgagg cccatcttac egactttgga 2220 

lO attactaaga gcttatgtgt ctcaaaaact cacacatcaa cctatgtcat gggaactatt 2280 

ggctacattg atcctgagta cgcccgcact tcccgtctca acgaaaagtc tgstgtctac 2340 

aooctatggc attgttctgc tggagctcct gactggcaag aagccagtgg acaacgaatc 2400 

ctatcgaaga cggcaagcaa cgaggtcatg gataccgtgg accctgacat cggggacacc 2460 

tgcaaggacc tcggcgaggt gaagaagctg ttccagctgg cgctcctttg caccaagcgg 2520 

20 caaccctcgg accgaccgac gatgcacgag gtggtgcgcg tcctggactg cctggtgaac 2580 

ccggacccgc cgccaaagcc gtcggcgcac cagctgccgc agccgtcgcc agccgtgcca 2640 

agctacatca acgagtacgt cagcctgcgg ggcaccggcg ctctctcctg cgccaactcg 2700 

25 

accagcacct cggacgccga gctgttcctc aagttcggcg aggccatctc gcagaacatg 2760 



gagtag 

30 

<210> 6 
<:i3> 921 
<23 2^ FRT 

Sorghum ERECTA 

35 

<4 00; €. 

Met Thr Thr Thr Ala Ala Arc Aaa Leu Val Ala Leu Leu Leu Val Ala 
3 5 10 i5 

40 

Vai Ai£ V-al Ala Asp Asp Gjy Aia Thr Leu Val Glu lie Lys Lys Ser 
20 2^ 



2766 



21 



Phe Arg Asn Val Gly Asn Vol Leu Tyr Asp Trp Ala Giy Asp Asp Tyr 
55 40 <5 



5 



Cys Ser Trp Arg Giy Val Leu Cys Asp Asn Vsl Thr Phe Ala Val Ala 
50 55 60 

30 

Aia Leu Asn Leu Ser Giy Leu Asn Leu Giu Gly Glu 3le Ser Pre Ala 
65 'f^' 



15 Val Gly Ser Leu Lys Ser Leu Val Ser lie Asp Leu Lys Ser Asn Gly 
85 90 95 



Leu Ser Gly Gin lie Fro Asp Glu He Gly Asp Cys Ser Ser Leu Arg 
20 100 105 110 



Thr Leu Asp Phe Ser Phe Asn Asn Leu Asp Gly Asp He Pre Phe Ser 
115 120 i:S- 

25 

lie Ser Lys Leu Lys His Leu Glu Asn Leu He Leu Lys Asn Asn Gin 
130 135 140 



30 

Leu He Gly Ala He Pro Ser Thr Leu Ser Gin Leu Pro Asn Leu Lys 
150 155 160 



35 He Leu Asp Leu Ale Gin Asn Lys Leu Thr Gly Glu He Pre Arc Leu 
165 1*70 1"75 



lie Tyr Trp Asn Giu Vei Leu Gin Tyr Leu Asp Vai Lys Asr. Asn Ser 
40 ISO 1B5 19.0 

Leu Thr Gly Val He Frc Asp Thr He Gly Asn Cys Thr Ser Phe Gin 



22 



195 



200 



205 



Val Leu Asp Leu Ser Tyr Asn Arg Phe Thr Gly Fro He Pro Phe Asn 

215 220 



5 210 



He Gly Phe Leu Gin Vsi Ala Thr Leu Ser Leu Gin Gly Asn Lys Phe 



:25 



230 



240 



lO 



Thr Gly Pro lie Fro Ser Val He Gly Leu Met Gin Ala Leu Ala Val 
245 250 255 



15 



Leu Asp Leu Ser Tyr Asn Gin Leu Ser Gly Pro He Pro Ser He Leu 
260 265 270 



20 Gly Asn Leu Thr Tyr Thr Glu Lys Leu Tyr He Gin Gly Asn Lys Leu 
275 280 265 



Thr Gly Ser He Pro Pro Glu Leu Gly Asn Met Ser Thr Leu His Tyr 
25 290 295 300 



Leu Glu Leu Asn Asp Asn Gin Leu Thr Gly Ser He Pro Pro Glu Leu 

310 315 320 



30 



305 



Gly Arg Leu Thr Gly Leu Phe Asp Leu Asn Leu Ala Asn Asn His Leu 
-ot 350 335 



35 



Glu Gly Fro He Fro Asp Asn Leu Ser Ser Cys Val Asn Leu Asn Ser 

3.40 345 350 



40 Phe Asn Ala Tyr Giy Asn Lys Leu Asn Gly Thr 
2bb 360 



lie Fro Arg Ser Leu 

:-e5 



23 



Arg Lys Leu Glu Ser Met Thr Tyr Leu Asn Leu Ser Ser Asn Phe lie 
370 375 380 



5 Ser Gly Ser He Pro lie Glu Leu Ser Arc He Asn Asn Leu Asp Thr 
385 390 355 400 



Leu Asp Leu Ser 

lO 

Gly Ser Leu Glu 
420 

15 

Val Gly Phe He 
435 

20 

He Asp Leu Ser 
4 50 

25 Glu Met Leu Gin 
465 

Ala Gly Vel Val 

30 



Cys Asn Met Met Thr Gly 
405 ^10 



His Leu Leu Arc Leu Asn 
425 



Pro Ala Glu Phe Gly Asn 
440 



Tyr Asn His Leu Gly Gly 
455 



Asn Leu Met Leu Leu Asn 
470 



Pro Ala Asp Asn Asn Phe 
485 490 



Pre He Pre Ser Ser lie 
415 



Leu Ser Lys Asn Gly Leu 

450 



Leu Arg Ser Val Met Glu 
4 45 



Leu He Pro Gin Glu Leu 
4 60 



Val Ser Tyr Asn Asn Leu 
475 480 



Thr Arc Phe Ser Pre Asp 
4 95 



35 



Ser Phe Leu Gly Asn Pro Gly Leu Cys Giy Tyr Trp Leu Gly Ser Ser 
500 505 510 



Cys Arc Ser Thr Gly His His Glu Lys Frc Frc He Ser Lys Aia hi 
515 5:0 525 



40 



He He Giy Vai Ala Val Gly Gly Leu Val He Leu Leu Met Ije Leu 
530 535 540 



24 



Vol Ala Val Cys Arg Pro Kis Arg Pro Pro Ala Phe Lys Asp Vsi Thr 
54 5 550 555 560 



Val Ser Lys Pro Val Arg Asn Ale Pro Pro Lys Leu Val He Leu His 
565 570 575 



lO Met Asn Met Ala Leu His Val Tyr Asp Asp He Met Arg Met Thr Glu 
580 585 590 



Asn Leu Ser Glu Lys Tyr lie He Gly Tyr Gly Ala Ser Ser Thr Val 
15 595 600 605 



Tyr Lys Cys Val Leu Lys Asn Cys Lys Pro Val Ala He Lys Lys Leu 
610 615 620 

20 

Tyr Ala His Tyr Pro Gin Ser Leu Lys Glu Phe Glu Thr Glu Leu Glu 
625 630 635 640 



25 



Thr Val Gly Ser He Lys His Arg Asn Leu Val Ser Leu Gin Gly Tyr 
645 650 655 



30 Ser Leu Ser Pro Val Gly Asn Leu Leu Phe Tyr Asp Tyr Met Glu Cys 
660 665 670 



Giv Ser Leu Trp Asp Val Leu His Glu Gly Ser Ser Lys Lys Lys Lys 
35 675 660 665 



Leu Asp Trp Glu Thr Arg Leu Arg He Ala Leu Gly Ala Ai£-. Gin Gi; 
e?0 695 7 00 



40 



L6J Aic Tyr Leu His His Asp Cys Ser Pro Arg He He His Arc Asp 
:0e 730 715 720 



25 



Val Lys Ser Lys Asn lie Leu Leu Asp Lys Asp Tyr Giu Aia His Leu 
125 T30 



Thr Asp Phe Gly lie Ala Lys Ser Leu Cys Val Ser Lys Thr Kis Thr 
740 745 "?50 



lO 

Ser Thr Tyr Val Met Gly Thr He Gly Tyr He Asp Pro Glu Tyr Ala 
755 7 60 7 65 



35 Arg Thr Ser Arg Leu Asn Glu Lys Ser Asp Val Tyr Arg Leu Trp His 
770 775 780 



Cys Ser Ala Gly Ala Ala Asp Trp Gin Glu Ala Ser Gly Gin Arg He 
20 785 ''^O 795 800 



Leu Ser Lys Thr Ala Ser Asn Glu Val Met Asp Thr Val Asp Pro Asp 
805 810 615 

25 

He Gly Asp Thr Cys Lys Asp Leu Gly Glu Val Lys Lys Leu Phe Gin 
620 825 850 



30 

Leu Ala Leu Leu Cys Thr Lys Arg Gin Pro Ser Asp Arg Pro Thr Met 
855 840 £-45 



35 His Glu Val Val Arg Val Leu Asp Cys Leu Val Asn Pre Asp Fro Pro 
850 855 SeO 



Pro Lyf Pro Ser Ala His Gin Leu Pro Gin Pre Ser Pre hia Val Pre 
40 £65 ' "0 



Ser TV 



/X lie Asn Glu Tyr Val Ser Leu Arg Gly Thr Giy Ala Leu Ser 



26 

865 8S0 895 



Cvs Ala Asn Ser Thr Ser Thr Ser Asp Ala Glu Leu Phe Leu Lys Phe 
900 905 510 



Giy Glu Ala lie Ser Gin Asn Met Glu 

515 920 



lO 



<210> 

<211> ""^1 
< 2 1 2 > DN^- 

15 <213> Arebidopsis thaiiana £RECTA homolog 

<400> 

atggcgataa aggcttcatt cagcaacgtg gcgaetatgc ttcttgattg ggacgatgtt 

20 cataaccacg acttttgttc ttggagaggt gtcttctctg ataacgttag cctcaatgtt 

gtctctctta atctgtcaaa cctgaatctt ggtggagage tatcatctgc ccttggagat 

ttgatgaatc tgcaatcaat agacttgcaa ggaaataaat tgggtggtce aattccagat 

gagattggaa actgtctttc tcttgcttat gtggatttct ccaccaattt gttgtttgga 

gacataccgt tttcaatctc taaactcaaa cagctgacct taactcagat tccaaacctt 

30 aagacccttg acctcgcaag aaaccagctt actggtgaga taccaaggtt actctactgg 

aatgaacttt tacagtatct cggtttacgt gggaatatgt taactgggac attgtctcct 

gatatgtgtc agctgacggg tctctggtac tttgatgtga gaggcaacaa ccttactgga 

35 

actatccccc agagcattgg caattgcaca agctttgaca tcttggatgt atcttataat 



40 caaggaaeca agttcactgg cagaattccg ga 

Qtattgcatt tcactcacaa tgaattaact gggcctattc caccaatact tgggaatctc 



60 



120 



180 



240 



300 



56O 



420 



480 



540 



600 



cagattaccg gagttatacc ctacaatatt ggtttcctcc aagtagctac tctgtcactt 660 

aagtcattc gtctgatgca ggctcttgct 120 



780 
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tcattcactc gsaaactgta tctccatggc aacaagctca ctggacaaat cccacccgag 840 

ctaggcaata tgtcacgact cagctatttg caactaaatg ataatgaact agtgggaaag 900 

5 atcccacctg agcttgggaa gctggaacaa ttgttcgaec tgaatcttgc gaacaacaat 960 

cttgtagggc tgattccatc taecattagt tcctgtgctg ccttgaatca attcaatgtt 1020 

catgggaact tcttgagtgg agctgtacca cttgaattcc ggaatcttgg aagcttgact 1060 

lO 

tatctaaatc tttcctcaaa cagtttcaag ggcaaaatac ctgctgagct tggccatatc 1140 

atcaatcttg atacattgga tctgtctggc aacaetttct caggctcaat tccattaaca 1200 

15 ct.tggtgatc ttgagcatct -tctcatctta aacttgacca gaaatcatct gaatggcaca 12£Q 

ttgcctgcag aattcgggaa cctccgaagc attcagatca tcgatgtgtc atttaatttt 1520 

cttgccggtg ttattccaac tgaacttggc cagttgcaga acataaactc tctgatactg 1380 

20 

aacaacaaca agattcatgg gaaaatccct gatcagctaa ctaactgctt cagtcttgcc 1440 

aatctgaaca tctccttcaa taatctttct ggaataatcc cacctatgaa gaactttaca 1500 

25 cgtttttccc cggccagctt ctttggaaat ccatttctct gcgggaactg ggttggatca 1560 

atctgtggcc catctttacc taagtcacaa gtattcacce gagttgccgt gatttgtatg 1620 

gttctcggtt tcatcactct catatgcata atattcattc cggtttacaa ctcaaagcag 1680 

30 

cagaaaccag tcttgaaagg ctcttcaaaa caacctgaag ggtcaacgaa getggtgatt 1'740 

cttcacataa acatggctat tcacacgttt gatgatatca tgacagttac agaaaacctc 1600 

35 getgagsaat acetcattgg atacggtgct tctagcacag tttacaagtg cacctccaaa 1860 

acttcccaac ctattgccat taagcgaatc tacaatcagt atcccagcaa cttccgccag 1920 

tttoaaacac agctccacac cettgggagc atcacacaca caaecatagt aagcttv-^^ 1960 

40 

ggatacccct tatctccctt tggcaacctc ctcttctacc actacatgge eaatcoctct 2040 

ctttaacatc ttctccatgc gcctgggaag aagctcaacc ttgactggga aacaagcctc 21 CO 



28 

aagatagctg ttggsgctgc gcaaggactt gcatatcttc accatgactg cacacctagg 2160 

ataatccatc gagacatcaa gtcatcaaac atactccttg atgggaattt cgaagcgcgt 2220 

5 

ttgtcagatt ttgggattgc caagagcata ccagccacca aaacttatgc ttcaacctat 2280 

gttcttggaa ccattggata tattgaccca gagtatgctc gaacttcgcg tctgaacgag 2340 

lO aagtctgata tctacagttt cggtattgtc cttcttgagc ttctaaccgg caagaaggct 2400 

gtggataacg aggccaactt gcatcaaatg attctatcaa aggcggatga taacacagta 2460 

atggaagctg ttgatgcaga ggtctcagtg acttgcatgg actcaggaca catcaagaaa 2520 

acatttcagc tagctctctt gtgcaccaag cgaaatcctt tggagagacc caccatgcag 2580 

gaggtctcta gggttctgct ctcacttgtc ccgtctccac ctccaaagaa gttaccgtcg 2640 

20 cctgcaaaag tacaggaagg ggaagaacgg cgtgagagcc actcttcaga tacaacaacc 2700 

ccacagtggt ttgttcagtt ccgtgaagat atctccaaaa gtagcttata a . 2751 



25 <210> 8 

<211> 552 
<212> 

<213> Arabidopsxs thaliana ERECTA homolog 
30 <400>- 8 

Met Ala He hys. Ala Ser Phe Ser Asn Vel Ala Asn Met Leu Leu Asp 
3 5 10 15 

35 

Trp Asp Asp Val His Asn His Asp Phe Cys Ser Trp Arg Gly Val Phe 
20 25 30 



40 Cvs Asp Asn Val Ser Leu Asn Vai VaJ Ser Leu Asn Leu Ser Asn Leu 
3 5 4 C' 4 5 



29 



Asn Leu Gly Gly Glu lie Ser Ser Ala Leu Gly Asp Leu Met Asn Leu 
50 55 60 



5 Gin ser lie Asp Leu Gin Gly Asn Lys Leu Gly Gly Gin lie Pro Asp 
65 '^^ 



Glu lie Gly Asn Cys Val Ser Leu Ala Tyr Val Asp Fhe Ser Thr Asn 
85 90 95 



35 



Leu Leu Phe Gly Asp lie Pro Phe Ser lie Ser Lys Leu Lys Gin Leu 
100 105 110 



Glu Phe Leu Asn Leu Lys Asn Asn Gin Leu Thr Gly Fro lie Pro Ala 
115 120 125 



Thr Leu Thr Gin lie Pro Asn Leu Lys Thr Leu Asp Leu Ala Arg Asn 
130 135 140 



25 Gin Leu Thr Gly Glu He Pro Arg Leu Leu Tyr Trp Asn Glu Val Leu 
145 150 155 160 



20 



30 



Gin Tyr Leu Gly Leu Arg Gly Asn Met Leu Thr Gly Thr Leu Ser Pro 
165 170 175 



Asp Met Cys Gin Leu Thr Gly Leu Trp Tyr Phe Asp Val Arg Gly Asn 



180 



165 



190 



35 



Asn Leu Thr Gly Thr lie Pro Glu Ser He Gly Asn Cys Thr Ser Phe 
195 200 205 



40 

Glu lie Leu Asp Val Ser Tyr Asn Gin He Thr Gly vai lie Pro Tyr 



30 



Asn lie Giy Phe Leu Gin Val Ala Thr Leu Ser Leu Gin Gly Asn Lys 
225 230 235 240 

5 

Leu Thr Gly Arg lie Pro Giu Val lie Giy Leu Met Gin Ala Leu Ala 
245 250 255 



lO Val Leu Asp Leu Ser Asp Asn Glu Leu Thr Gly Pro lie Pro Pro He 
260 265 2-70 



Leu Gly Asn Leu Ser Phe Thr Gly Lys Leu Tyr Leu His Gly Asn Lys 
15 2*75 280 265 

Leu Thr Gly Gin He Pro Pro Glu Leu Gly Asn Met Ser Arg Leu Ser 
290 295 300 

20 

Tyr Leu Gin Leu Asn Asp Asn Glu Leu Val Gly Lys He Pro Pro Glu 
305 310 315 320 

25 

Leu Gly Lys Leu Glu Gin Leu Phe Glu Leu Asn Leu Ala Asn Asn Asn 
325 330 355 



30 Leu Val Giy Leu He Pro Ser Asn He Ser Ser Cys Ala Ala Leu Asn 
340 345 350 



Gin Phe Asn Val His Giy Asn Phe Leu Ser Gly Ala Vai Fro Leu Glu 
35 355 360 365 



Phe Arg Asn Leu Gly Ser Leu Thr Tyr Leu Asn Leu Ser Ser Asn Ser 

370 375 360 

40 

Phe Lvf Gly Lys lie Pro Ala Giu Leu Gly His lie He Asn Leu Asp 

-pc. :-c,r, 395 400 



31 



Thr Leu Asp Leu Ser 
405 

5 

Leu Gly Asp Leu Glu 

lO 

Leu Asn Gly Thr Leu 

15 He lie Asp Vol Ser 
450 

Leu Gly Gin Leu Gin 
20 465 

He His Gly Lys He 
485 

25 

Asn Leu Asn He Ser 
500 

30 

Lvs Asn Phe Thr Arg 
515 

35 Leu Cys Gly Asn Trp 
530 

Ser Gin Vol Fhe Thr 
40 54 5 



Gly Asn Asn Phe Ser 
410 



His Leu Leu He Leu 
425 



Fro Ala Glu Phe Giy 
440 



Phe Asn Phe Leu Ala 
455 



Asn He Asn Ser Leu 
470 



Pro Asp Gin Leu Thr 
490 



Phe Asn Asn Leu Ser 
505 



Phe Ser Pro Ala Ser 
520 



Val Gly Ser He Cys 
535 



Arg Vol Ala Val He 
550 



Gly Ser He Pro Leu Thr 
415 



Asn Leu Ser Arg Asn His 
430 



Asn Leu Arg Ser He Gin 
445 



Gly Val He Pro Thr Glu 
460 



He Leu Asn Asn Asn Lys 
475 480 



Asn Cys Phe Ser Leu Ala 
495 



Gly He He Pro Pro Met 
510 



Phe Phe Gly Asn Pro Phe 

525 



Gly Pro Ser Leu Pre Lys 
540 



Cys Met Vai Leu Giy Fhe 
555 560 



He Thr Leu He Cys Met He Phe He Ala Vai Tyr Lys Ser Lys Gin 
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565 570 575 

Gin Lys Pro Val Leu Lys Gly Ser Ser Lys Gin Pro Glu Gly Ser Thr 
5 580 585 590 

Lys Leu Val He Leu His Met Asp Met Ala He His Thr Phe Asp Asp 
595 600 605 

lO 

He Met Arg Val Thr Glu Asn Leu Asp Glu Lys Tyr He He Gly Tyr 
610 615 620 

-15 

Gly Ala Ser Ser Thr Val Tyr Lys Cys Thr Ser Lys Thr Ser Arg Pro 
625 630 635 640 



20 He Ala He Lys Arg He Tyr Asn Gin Tyr Pro Ser Asn Phe Arg Glu 

645 650 655 



Phe Glu Thr Glu Leu Glu Thr He Gly Ser He Arg His Arg Asn He 
25 660 665 670 

Val Ser Leu His Gly Tyr Ala Leu Ser Pro Phe Gly Asn Leu Leu Phe 
675 660 685 

30 

Tvr Asp Tyr Met Glu Asn Gly Ser Leu Trp Asp Leu Leu His Gly Fro 
690 695 700 

35 

Giv L-vs Lys Val Lys Leu Asp Trp Glu Thr Arg Leu Lys He Ala Val 
705 710 715 720 



40 Giv Ala Ala Gin Gly Leu Ala Tyr Leu His His Asp Cys Thr Fro Arc 



33 



He He His Arg Asp He Lys Ser Ser Asn He Leu Leu Asp Giy Asn 
740 745 "'SO 



5 Phe Glu Ala Arg Leu Ser Asp Phe Gly He Ala Lys Ser He Pre Ala 
•755 760 765 



lO 



Thr Lys Thr Tyr Ala Ser Thr Tyr Vai Leu Gly Thr He Gly Tyr He 
770 "775 780 



15 



Asp Pro Glu Tyr Ala Arg Thr Ser Arg Leu Asn Glu Lys Ser Asp He 
765 790 795 800 



Tyr Ser Phe Gly He Val Leu Leu Glu Leu Leu Thr Gly Lys Lys Ala 
805 810 815 



20 



Val Asp Asn Glu Ala Asn Leu Kis Gin Met He Leu Ser Lys Ala Asp 
820 825 850 



25 Asp Asn Thr Val Met Glu Ala Val Asp Ala Glu Val Ser VaJ Thr Cys 
835 840 845 



Met Asp Ser Gly His He Lys Lys 
30 850 855 

Thr Lys Arg Asn Pro Leu Glu Arg 
865 670 

35 

Val Leu Leu Ser Leu Val Pre Ser 
885 

40 

Fro Ala Lys Val Gin Glu Giy Glu 
900 



Thr Phe Gin Leu Ala Leu Leu Cys 
860 



Pro Thr Met Gin Glu Val Ser Arg 
875 880 



Pre Pro Pre Lys Lys Leu Pre Ser 
8 90 695 



Glu Arg Arg Glu Ser His Ser Ser 
905 ^IC; 



34 



Asp Thr Thr Thr Pro Gin Trp Phe Val Gin Phe Arg Glu Asp lie Ser 
915 920 925 



5 

Lys ser Ser Leu 
930 



lO <210> 9 

-'211> 2901 
<212> DNA 

<213> Arabidopsis thai i ana ERECTA homolog 
15 <4 00> 9 

atgaaggaga. agatgcagcg aatggtttta tctttagcaa tggtgggttt tatggttttt 



60 



ggtgttgctt cggctatgaa caacgaaggg aaagctctga tggcgataaa aggctctttc 120 

20 agcaacttag tgaatatgct tttggattgg gacgatgttc acaacagtga cttgtgttct 180 

tggcgaggtg ttttctgcga caacgttagc tactccgttg tctctctgaa tttgtccagt 

ctgaatcttg gaggggagat atctccagct attggagacc tacggaattt gcaatcaata 

25 

gacttgcaag gtaataaact agcaggtcaa attccagetg agattggaaa ctgtgcttct 



240 



300 



360 



420 



480 



540 



600 



cttgtttatc tggatttgtc cgagaatctg ttatatggag acateccttt ctcaatctct 

■^JO aaactcaagc agcttgaaac tctgaatctg aagaacaatc agctcacagg tcctgtacca 

Qcaaccttaa cccagattcc aaaccttaag agacttgatc ttgctgccaa tcatctaacg 

ggtgagatat cgagattcct ttactggaat gaagttttgc agtatcttgg ettacgaggg 

35 

aatatgttga ctggaacgtt atcttctgat atgtgtcagc taaccggttt gtggtacttt 66C 

gatgtgagag gaaataatct aactggaacc atcccggaga gcatccgaae ttgcacaagc 720 

40 tttcaaatcc tggacatatc ttataatcag ataacaggac acattcctta caatatcgcc ISO 

ttcctccaag ttcctactct ctcecttcaa ggaaacagat tgacgcotag aattccagaa 840 



35 

gttattggtc taatgcoggc tcttgctgtt ttggatttga gtgacaatga gcttgttggt 900 

cctatcccoc cgatacttgg caatctctca tttaccggaa agttgtatct ccatggcaat 960 

5 atgctcactg gtccaatccc ctctgagctt gggaatetgt cacgtctcag ctatttgcag 1020 

ctaaacgaco ataaactagt gggaactatt ccacctcacc ttggaaagct gcagcsattg 1080 

tttgaactge atcttgccaa caaccgttta gtagggccca taccetccas cattagttca 1140 

lO 

tgtgcagcct tgaatcaatt caatgttcat ggcaacctct tcagtggatc tattccactg 1200 

gcgtttcgca atctcgggag cttgacttat ctgaatcttt cgtcgaacaa tttcaaggga 1260 

15 aaaataccag ttgagcttgg acatataatc aatcttgaca aactagatct gtctggcaat 1320 

aacttctcag ggtctatacc attaacgctt ggcgatcttg aacaccttct catattaaat 1380 

cttagcagaa accatcttag tggacaatta cctgcagagt ttgggaacct tcgaagcatt 1440 

20 

cagatcattg atgtatcatt caatctgctc tccggagtta ttccaactga acttggccaa 1500 

ttgcagaatt taaactcttt aatattgaac aacaacaagc ttcatggcaa aattccagat 1560 

25 cagcttacga actgcttcac tcttgtcaat ctgaatgtct ccttcaacaa tctctccggg 1620 

atagtcccac caatgaaaaa cttctcacgt tttgctccag ccagctttgt tggaaatcca 1680 

tatctttgtg gaaactgggt tggatctatt tgtggtcctt taccgaaatc tcgagtattc 1-740 

30 

tccagagctg ctttgatctg cattgttctt ggcgtcatca ctctcctatg tatgattttc 1800 

cttgcagttt acaaatcaat gcagcagaag aacattctac aaggctcctc aaaacaagct 1860 

35 gaagggttaa ccaagctagt gattctccac atggacatgg caattcatac atttgatgat 1920 

atcatgagag tgactgagaa tcttaacgaa aactttataa ttggatatgg tgcttctagc 3 980 

acgctataca aatgtgcatt aaaaagttcc ccacctattc ccattaagcg actctacaat 2040 

40 

caatatccgc ataacttgcg ggaatttgac acacaacttc agaccattgg gaocattccg 2100 

cacagasaca tagtcagctt gcatggetat gccttgtctc ctactggcaa ccttcttttc 2160 



# • 

36 



totgactaca tggaaaatgg atcactttgg gaccttcttc atgggtcatt gaagaaagtg 2220 

aagcttgatt gggagacaag gttgaegata gcggttggag ctgcacaagg actegcctat 2280 

5 

cttcaccacg attgtactcc tcgaatcatt caccgtgaca tcaagtcatc gaacatactt 2340 

cttgatgaga atttcgaagc acatttatct gatttcggga ttgctaagag cataccagct 2400 

lO agcaaaaccc atgcctcgac ttatgttttg ggaacaattg gttatatage cccagagtat 2460 

actcatactt cacgaatcaa tgagaaatcc gatatataca gcttcggtat tgttcttctt 2520 

gaocttctco ctgggaagaa agcagtggat aacgaagcta acttgcatca actgatattg 2580 

15 

tcaaaggctg atgataatac tgtgatggaa gcagttgatc cagaggttac tgtgacttgt 2640 

atggacttgg gacatatcag gaagacattt cagctggctc tcttatgcac aaagcgaaac 2700 

20 cctttagaga gacccacaat gcttgaagtc tctagggttc tgctctctct tgtcccatct 2760 

ctgcaagtag caaagaagct accttctctt gatcactcaa ccaaaaagct gcagcaagag 2820 

aatgaagtta ggaatcctga tgcagaagca tctcaatggt ttgttcagtt ccgtgaagtc 2880 



25 



atctccaaaa gtagcatata a 2901 



<210> 10 
30 <211> 566 
<212> PRT 

<213- Arabidopsis thaliana ERECTA hcmolog 
<-4 00:; 

35 

Met hys GIu Lys Met Gin Arg Met Val Leu Ser Leu Ala Met Val Giy 
2 5 10 15 



40 The Met Vol Phe Gly Vel Ala Ser Ala Met Asn Asn Glu Giy Lys Ala 
20 25 30 




37 



Met Ala He Lys Giy Ser rhe Ser Asn Leu Val Asn Met Leu Leu 
35 40 45 



Asp Trp Asp Asp Vsl His Asn Ser Asp Leu Cys Ser Trp Arg Gly Val 
50 55 60 



lO 65 



Phe Cys Asp Asn Val Ser Tyr Ser Val Val Ser Leu Asn Leu Ser Ser 
70 75 80 



Leu Asn Leu Gly Gly Glu He Ser 
85 

Leu Gin Ser He Asp Leu Gin Gly 
100 

20 

Asp Glu He Gly Asn Cys Ala Ser 
115 120 



25 Asn Leu Leu Tyr Gly Asp He Pro 
130 135 



Pro Ala He Giy Asp Leu Arg Asn 
90 55 



Asn Lys Leu Ala Gly Gin He Pro 

105 HO 



Leu Val Tyr Leu Asp Leu Ser Glu 
125 



Phe Ser He Ser Lys Leu Lys Gin 
140 



30 145 



Leu Glu Thr Leu Asn Leu Lys Asn Asn Gin Leu Thr Gly Pre Val Pro 
150 IS-- 160 



35 



Ala Thr Leu Thr Gin He Fro Asn Leu Lys Arg Leu Asp Leu Ala Gly 
165 170 I'/S 



Asn Ki5 Leu Thr Gly Glu He Ser Arg Leu Leu Tyr Trp Asn Glu Vel 
180 165 I^Cj 



40 



Arc Glv Asn Met Leu Thr Giy Thr Leu Ser 



Leu Gin Tyr Leu Gly Leu 

195 2 00 ^^55 



# • 

38 



Ser Asp Met Cys Gin Leu Thr Gly Leu Trp Tyr Phe Asp Val Arg Gly 
210 215 220 

5 

Asn Asn Leu Thr Gly Thr lie Pre Glu Ser lie Gly Asn Cys Thr Ser 
225 250 235 240 



lO Phe Gin lie Leu Asp lie Ser Tyr Asn Gin lie Thr Gly Glu lie Pro 

245 250 255 



Tyr Asn lie Gly Phe Leu Gin Val Ala Thr Leu Ser Leu Gin Gly Asn 
J5 260 265 270 



Arg Leu Thr Gly Arg lie Pro Glu Val lie Gly Leu Met Gin Ala Leu 
275 280 285 

20 

Ala Val Leu Asp Leu Ser Asp Asn Glu Leu Val Gly Fro lie Pro Pro 
290 295 300 

25 

He Leu Gly Asn Leu Ser Phe Thr Gly Lys Leu Tyr Leu His Gly Asn 
305 515 520 



30 Met Leu Thr Gly Pro He Pro Ser Glu Leu Gly Asn Met Ser Arg Leu 
325 530 335 



Ser Tyr Leu Gin Leu Asn Asp Asn Lys Leu Val Gly Thr lie Pro Pro 
35 340 345 350 



Glu Leu Gly Lys Leu Giu Gin Leu Phe Glu Leu Asn Leu Ala Asn Asn 
355 360 365 

40 

Arg Leu Val Gly Pre lie Fro Ser Asn He Ser Ser Cys Ala Ala Leu 
370 375 360 



39 



Asn Gin Phe Asn Val His Gly Asn Leu heu Ser Gly Ser lie Pro Leu 
385 390 395 400 

5 

Ala Phe Arg Asn Leu Gly Ser Leu Thr Tyr Leu Asn Leu Ser Ser Asn 
405 410 415 

10 

Asn Phe Lys Gly Lys lie Pro Val Glu Leu Gly His lie lie Asn Leu 
420 425 430 



15 Asp X*y£ Leu Asp Leu Ser Gly Asn Asn Phe Ser Gly Ser lie Pro Leu 
455 440 445 



Thr Leu Gly Asp Leu Glu His Leu Leu lie Leu Asn Leu Ser Arg Asn 
20 4 50 4 55 4 60 



His Leu Ser Gly Gin Leu Pro Ala Glu Phe Gly Asn Leu Arg Ser He 
465 470 475 480 

Gin Met He Asp Val Ser Phe Asn Leu Leu Ser Gly Val He Pre Thr 
485 490 495 

30 

Glu Leu Gly Gin Leu Gin Asn Leu Asn Ser Leu He Leu Asn Asn Asn 
500 505 510 



35 Lys Leu His Gly Lys He Pro Asp Gin Leu Thr Asn Cys Phe Thr Leu 
515 520 525 



Val Asn Leu Asn Val Ser Phe Asn Asn Leu Ser Gly He Val Pre Pro 
40 535 540 



Met Ly5 Asn Phe Ser Arg Phe Ala Pre Ala Ser Phe Val Gly Asn Pro 



40 

545 550 555 560 



Tyr Leu Cys Gly Asn Trp Val Gly Ser lie Cys Gly Pro Leu Pro Lys 
565 5T0 5*75 



Ser Arg Val Phe Ser Arg Gly Ala Leu lie Cys He Val Leu Gly Val 
580 585 590 

lO 

He Thr Leu Leu Cys Met He Phe Leu Ala Val Tyr Lys Ser Met Gin 
595 600 605 



15 

Gin Lys Lys He Leu Gin Gly Ser Ser Lys Gin Ala Glu Gly Leu Thr 
610 615 620 



20 Lys Leu Val He Leu His Met Asp Met Ala He His Thr Phe Asp Asp 
625 630 635 640 



25 



He Met Arg Val Thr Glu Asn Leu Asn Glu Lys Phe He He Gly Tyr 
645 650 655 



Gly Ala Ser Ser Thr Val Tyr 
660 

30 

He Ala He Lys Arg Leu Tyr 
67 5 

35 

Phe Glu Thr Glu Leu Glu Thr 
690 695 

40 Vai Ser Leu His Gly Tyr Ala 
lot "'^^ 



Lys Cys Ala Leu Lys Ser Ser Arg Pro 
665 670 



Asn Gin Tyr Pro His Asn Leu Arg Glu 
660 685 

He Gly Ser He Arg His Arg Asn He 
700 



Leu Ser Fro Thr Gly Asn Leu Leu Phe 
715 '^20 



41 



Tyr Asp Tyr Met Glu Asn Giy Ser Leu Trp Asp Leu Leu Kis Gly Ser 
725 730 



5 Leu Lys Lys Val Lys Leu Asp Trp Glu Thr Arg Leu Lys lie Ala Val 
740 745 750 



Giv Ais Al£ Gin Giy Leu Ala Tyr Leu His His Asp Cys Thr Pro Arg 
lO 755 760 765 



lie lie His Arg Asp lie Lys Ser Ser Asn lie Leu Leu Asp Glu Asn 
770 775 780 

Phe Glu Ala His Leu Ser Asp Phe Gly He Ala Lys Ser lie Pro Ala 
785 790 795 800 

20 

Ser Lys Thr His Ala Ser Thr Tyr Val Leu Gly Thr He Giy Tyr He 
805 810 815 



25 Asp Pro Glu Tyr Ala Arg Thr Ser Arg He Asn Glu Lys Ser Asp He 
820 825 830 



Tyr ser Fhe Gly He Val Leu Leu Glu Leu Leu Thr Giy Lys Lys Ali 
635 840 e^5 



Vai Asp Asn Glu Ala Asn Leu His Gin Leu He Leu Ser Lys Ala Asp 

850 655 660 

35 

Asp Asn Thr Val Met Giu Ala Vai Asp Pro Giu Vai Thr Vai Thr Cys 

e.e:-. e^o e75 eeo 

Met Asp. Leu Giy His lie Arc Lys Thr Phe Gin Leu Aia Leu Leu Cys 

885 890 6^5 



42 



Thr Lys Arg Asn Pro Leu Giu Arg Pro Thr Met Leu Glu Val Ser Arg 
900 905 SIO 



Val Leu Leu Ser Leu Vel Pro Ser Leu Gin Val Ala Lys Lys Leu Pro 
915 920 925 



lO Ser Leu Asp His Ser Thr Lys Lys Leu Gin Gin Glu Asn Glu Val Arg 
930 935 940 



Asn Pro Asp Ala Glu Ala Ser Gin Trp Phe Val Gin Phe Arg Glu Val 
15 945 9S0 555 960 



lie Ser Lys Ser Ser lie 
965 

20 

<210> 11 
<211> 636 
<212? DNA 
25 <213> partial wheat ERECTA 

<4007 11 

atoaattctg caatacctag gcttgagggg taactcactg actggaacct tgtcacctga 



60 



120 



30 catgtgccaa ctcactcgcc tgtggtactt tgatgtgagc cgcaacaatc taacaggaac 

aattccacag agcataggga actgcactag ctttgagatt ctgcacattt catataacae 180 

aatctctgga aaaatacctt acaacatagg tttccttcaa ctagctacac tgtcacttca 2*50 

35 

agaaaataga ctgactgcga aaattccage actgattcgc ctcatgcaag ctcttgctgt 300 

tcttgatctc agccooooCG aactagtagg ggccattcct ccgatactcg gcaacctctc 360 

46 ctacactggc- aaactatatt* tgcatggcaa -taeacttact cgtceagtac ccccgcaact 420 

tgcgaacatg actaaactta gctacctgca actgaatcac aatcaattac tggccgcaat 4E0 



43 

tccagctgag cttgggaeac ttgaagagct attcgaatta aatcttgcca acaacaatct 540 
tgagggtcct attcctacaa acatcagttc ttgcactgca ctaaacaaat tcaatgttta 600 
5 cggcaataga ttgaacggtt ctatccctgc tggttt 



<210> 12 
<211> 

lO <212> DNA 

<213> partial wheat ERECTA 



<400:> 1- 

ttcaatgttt atggcaatag attgaacggt tctatccctg ctggtttcca gaatttggag 



25 

ttgattctta acaacaatat tttactcgga gagatccctg ctcagttcgc taactgcttc 
aacttaaaca tcttgaactt ctcacataac aacttttctc cacatc 

30 

<.210> 13 
<211- ^''2 
.,212 y DNA 

<:215> partial wheat ERECTA 

35 

•:2 2 0> 

• 121: misc_feature 
.22:: (62) . . ( 62) 
<2 23> 1 determined 

40 

<4 00> 13 

ttotcagcct tctggcttct cactctctcc caatgcaaac ctcctcttct ecgattacat 



636 



60 



15 

aotttgacta acttgaattt atcctcaaac aattttaaag gccatatccc atctgaactt 120 



180 



240 



ggtcatatca tcaatttgga cacactggat ctttcctaca atgaactctc tggaccagtt 
20 cctgctacta ttggtgatct tgagcatctt cttcaactaa atttgagcaa aaaccatctt 

agcgggtcag tgcctgctga gttcggaaac ttgagaagca tccaagtaat tgatttatcc 300 
aacaacgcca tgtctggtta tctccctgaa gaactaggcc aacttcagea ccttgatagt 360 



420 



466 



60 



# • 

44 



gngaaaacgg ttccttgtgg gatcttctcc atggtccatc aaagaaagtg aagcttgact 120 
gggacacccg actgaggatc gcggtcggcg cggcacaagg gctggcctat ctgcaccatg 



5 

octgcaatct gcggatagtc cacagggacg tcaagtcctc caacatcctg ctcgacgagc 



20 <400> 14 

ttgactaact tgaatttatc ctcaaacaat tttaaaggcc atatcccatc tgeacttggt 



<4 00? 1- 

40 cacactggat ctttcctaca atgaattctc tggsccagac cctcctacta ttggtgatct 



180 



240 



372 



actttgaagc gcatctctcc gacttcggca tcgccaaatg cgtcccggca gccaagaccc 300 
10 atgcgtccac atatgtgcta ggaaccatcg gctacatcga tccagagtac gcccggacgt 360 
cgaggttgaa eg 



15 <210> 14 
<211^ 

< 2 1 2 - ONA 

<213> partial wheat ERECT/i 



60 



120 



180 



240 



catatcatca atttggacac actggatctt tcctacaatg aactctctgg accagttcct 

25 gctactattg gtgatcttga gcatcttctt caactaaatt tgagcaaaaa ccatcttagc 

gcgtcagtgc ctgctgegtt cggaaacttg agaagcatcc aagtaattga tttatccaac 

aacgccatgt ctggttatct ccctgaagaa ctaggccaac ttcagaacct tgatagtttg 300 

30 

attcttaaca acaetatttt ggtcggggag atccctgctc agttggctaa ctgcttc 357 



-.210^ 15 

35 ^211> 314 
•• i 2 DNA 

^213'- partial wheat ERECTA 



60 



taagcctgtt cttcacatta aatttcacc. 



a aaaaccatct tactccgcca atgcctcctc 120 



45 

agttctgaaa cttgagaagc atccaagtaa ttgatttatc caacaacgcc atgtctggtt 
atctccctga agaactacgc caacttcaga atcttgatag tttgatgctt aacaacaata 
5 ctttggttgg ggagatccct gctcatctgg ctaectcctt caecttaaac atcttgaact 300 



taccatstaa caac 



lO <210> 16 

<211> 549 

<212> DNA 

<213> partial wheat ERECTA 



15 <400> 16 

catcatcggc tacggcgctt caagtaccgt gtataaatgt ctgctcaaga gtggcaaggc 



180 



240 



314 



60 



cattgctgtg aagcggctct acagccaata caaccatggc gcccctgagt ttgagacaga 120 
20 gctggagaca gtcggtagca tccggcacag gaatcttctc agccttcatg gcttctcact 180 
ctctccaaat ggaaacctgc tcttctacca ttacatggaa aatggttcct tgtgggatct 
tctccacggt ccatcaaaga aggtgaaact tgactgggac acccgactga gaatcgccgt 

25 

cggtgcggca caagggctgg catatcttca ccatgactgc aaccctcgga tagtccacag 

qgacgtcaag tcctccaeca tcctgctcga cgagcacttt gaaccgcatc tctcggactt 

30 cggcatcgcc aaatgcgtcc cagctgccaa gacccacccg tccacctatg tgctaggaac 

catcggctac atcgatccag agtacgcccg gacgtcccac ctgaacgaga aatctgatgt 

gtacagctt 
35 

<212> DNA 
40 <213> partial wheat ERECTA 

ccacgcctcg atcatcaatt gggacacacg cgatctttcc tacaatgaat tctccgcgcc 60 



240 



300 



560 



420 



480 



540 



54 9 



46 



agttcctgct actattggtg atctggagca tcttcttcaa ctaaattcga gcaaaaacca 120 

180 



40 

ccatgccgcc cotasgtttg agacacagct gcagacaatc cgteqcatcc agcacegcaa 
tcttctcagc cttcatggct tctcactctc tccesstcga aacctgctct tctacgsfca 



240 



tcttagtggg tctgtgcctg ctgagttcgg aaacttgaga agcatccaag taattgattt 

5 

atccaacaac gccatttctg cttatctccc tcaagaacta ggccaacttc agaaccttga 

tagtttgatt cttaacaaca atactttggt tggggagatc cctgctcagt tggctaactc 300 

lO cttcagctta aacatcttga acttgtcata taacaacttt tctggacatg tcccattcgc 360 

taagaacttc tcaaagttcc ccggggaeag cttcttggga aatccgatgc tcagcgttca 420 

ctgcaaagac tccagctgtg gcaactctca tggatcaaaa gtgaatactc ggacagcgat 

15 

tgcttgcatc atctcgggct tcgtcatatt gctctgtgtt ctgctattgg gcaatatato 

aaacaaagcg accacagcca cctatcaaag catctgataa accagggcaa ggacctccaa 

20 agatagtact cctcc 



<210> 18 

<211> ■'l^ 

25 < 2 1 2 > DN A 

<213- partial wheat ERECTA 

<A00> If' 

cgttcactgc aaagactcca gctgtggcaa ctctcatgga tcaaaagtge atattcggac 

30 



480 



540 



600 



615 



60 



ggcgattgcF^ti^catcattt cgggcttcgt catactgcta tgtgttctgc tattggcaat 120 

etataaaaca aagcgaccac agccacctat caaagcatct gataaaccag tgcaacgacc 160 

35 tccaaagata gtactcctcc aaatggacat ggctatccat acctatgatg etattatgac 

gctgacagag aatttgagcg agaaatacat catcggctac cgcccttcaa gtaccctcta 

taaatgtgtg ctcaacagtc gcaaggccat tgctgtgaac cggctctaca gccaatacea 



40 



300 



360 



420 



4c0 



47 



cotggaasat ggttccttgt gggatcttct ccscggtcco tcaaagaagg tgaaacttga S40 

ctgggacocc cgactgagaa tcgccgtcgg tgccgcacaa gggctggcat atcttcacca 600 

tqactgcaac cctcggatao tccacaggga cgtcaactcc tccaacatcc tgctcgacga 660 

acactttoas gcgcetctct cggacttcgg catcgcccaa tccgtcccca cctgccaac 71S 

30 

<:io> 1^ 

<212> DNA 

<213" wh€at ERECTA 

<400> 1? 

ttcaatgttt etggcaateg attgaacggt tctatccctg ctcottucce geetttgcag 



ectttgacta acttgaettt atcctcaaac aattttaaag gccatetccc atctgaactt 

20 

cotcatatca tcaatttgga cacactgget ctttcctaca atgaactctc tggaccagtt 



ttgattctta acaacaatat tttgctcccc cagatccctc ctcacttcgc taactccttc 

30 



accttaa* 



40 

ctactcctcc aaatocccct cgctatccat acctatcatc atattatccc cctcacacac 



60 



120 



180 



cctgctacte ttggtgatct tgagcatctt cttceactaa attr.cagcaa aaaccetctt 240 
25 agcgggtcac tgcctgctga gttcggeaac ttgagaacca tccaagteet tgatttatcc 300 
aacaacgcca tgtctggtte tctccctgae caactacgcc aacttcagaa ccttgatact 360 



420 



c£ tcttgaactt ctcacataac aacttttctc gacetctccc attcgctaac 480 

540 



aacttctcaa agttccccgc acaaeccttc ttcggaaatc ccatcctgac ccttcactgc 

35 aaagactcca gctgtgccaa ctctcatcga tcaaaactga atactcgcac accgattgct 600 

tccatcatct cacocttcct catactgcta tctcttctcc tattcccaat ctataaaaca 660 

tacccaccac agccacctat caaagcatct cataaaccac cccaaccacc tccaaagata 



"20 



IhO 



aatttoagcc agaaaiacat catcg 



atcccctac gccccttcaa ctaccctcta taaatctctc 840 



48 



ctcaagaotg gceaggccat tgctgtgaag cggctcteca gccaetacaa ccatggcgcc 900 

cgtgagtttg agacagagct ggacacagtc ggtagcatcc gacacaggaa tcttgtcagc 960 

5 

cttcatggct tctcactctc tccaaotgoe aacctcctct tctacgatta catggaaaat 3020 



act 



tccctgt gggatcttct ccacgctcca tcaeagaagg tgaaacttga ctgggacacc 1060 



lO cgactgagse tcgccgtcgc tcccgcacaa gggctcgcat atcttcacca tgactccaac 1140 

cctcggatec tccecacgga cgtcaagtcc tccaacetcc tcctccacoa gcactttgaa 12X)0 

ccgcetctct cggacttcgc catcgccaaa tgcgtcccac ctgccsacac ccacgcgtcc 1260 

15 .^^^ 

:azax:gtgc tagcaaccat ccgctacatc gatccagact acgcccggec gtcccagotg ^3^0 



acat 



aacga 
20 

<210^ 20 



oaaat ctgatgtgta cagctt 



<- 2 1 1 > 



44 8 



::i2: PP-T 
'.-ir;- wheat ERECTA 



25 

<:4 00> 



1 
30 



Phe Asn Val Tyr Gly Asn Arg Leu Asn Gly Ser lie Pic Ala Gly Phe 
5 10 



•sn Leu Giu Ser Leu Thr Asn Leu Asn Leu Ser Ser Asn Asn Phe 



Gin A 



35 

Ly5 Giy His :ie Fire Ser Giu Leu Gly His lie lie Asn Leu Asp Thr 
J. S 4 C ^' - 



40 Leu Asp 'ly- ^--^^ ^'^^ '^'^^ ^^'^ "^^^^ 

f-O 



1346 



49 



Gly Asp 
65 



Leu Glu Kis Leu Leu Gin Leu Asn Leu Ser Lys Asn His Leu 
70 ^0 



5 ser Giy 



Ser V, 



ci Pre hla Glu Phe Gly Asn Leu Arg Ser lie Gin Vsi 



to 



lO 



lie ASP Leu Ser 
100 



Asn hsn Ala Met Ser Gly Tyr Leu Fro Glu Glu Leu 



105 



110 



Leu lie Leu Asn Asn Asn lie Leu 



15 



Glv Gin Leu Gin Asn Leu Asp Ser 
Ij5 120 



Vol Giy Glu He Pre Ale Gin Leu Ala Asn Cys Phe Ser Leu Asn lie 
150 135 



20 



Leu 
145 



P^sn Leu Ser Hi 



E Asn Asn Phe Ser Gly His Val Pre Phe Ala Lys 



150 



16G 



25 Asn Phe Ser Lys Phe Pre Gly Glu Ser Phe Leu Gly Asn Pro Met Leu 
165 1"^^^' 



Ser 



Vsl His Cys Lys Asp Ser Ser Cys Giy Asn Ser His Giy Ser Lys 



30 



180 



lEJ 



iS-O 



val Asn Thr Arc Thr Ala He Ala Cys lie :ie Ser Giy Phe Vai lie 
jcc, 2 00 ^05 



35 



Leu Leu 
2iO 



; Cvs Vai Leu Leu Leu Aia iie Tyr Ly5 Thr Lys 



:^.rc Pre Gin 



120 



40 

Pro pre 



lie Lys Aia Ser Asp Lys Pre C-iy 



Gin Giy 



Frc Pre Lyf lie 
140 



50 



Val Leu 



Leu Gin Met Asp Met Ala He His Thr Tyr Asp Asp He Met 
245 250 



^ Arg Leu Thr Glu Asn Leu Ser Giu Lys Tyr He He Gly Tyr Gly Ai< 
260 265 ^"^O 



lO ser ser Thr Val Tyr Lys Cys Val Leu Lys Ser Gly Lys Ala He Alf 
275 260 285 



TV- Arc Leu Tvr Ser Gin Tvr Asn His Gly Ala Arc Giu Phe Giu 

,5 



Thr GIU Leu Glu Thr Val Gly Ser He Arc His Arg Asn Leu Vai Ser 
310 315 220 



50 
20 



His Gly Phe Ser Leu Ser Pre Asn Gly Asn Leu Leu Phe Tyr Asp 



Leu 

325 330 



25 

Met Glu Asn Gly Ser Leu Trp Asp Leu Leu His .Giy Pre Ser Lys 
340 345 350 



30 Lys vai Lys Leu Asp Trp Asp Thr Arc Leu Arc He Ala Val Giy Ala 
-55 360 365 



35 



r-..n Giv Leu Ala Tvr Leu H.s His Asp Cys Asn Frc Arc He vai 
3,-,0 ">i --60 



Arc Asp Vai Lyj Ser Ser hsr. 3ie Leo Leu Asp C-lu Ki5 Phe Giu 

40 



:.fi '^^^ -■- 



K:-' leu Ser Asp Fhe Giy lie Aii Lys Cyr v&i Frc Aic. Ais Lys 



51 



Thr His Ala Ser Thr Tyr Vol Leu Gly Thr He Gly Tyr He hsp Pro 
420 425 430 



Glu Tyr Aio Arg Thr Ser Gin Leu Asn Glu Lys Ser Asp Val Tyr Ser 
435 440 445 

lO 

<2iO> ^"1 
<2il> i-"?^ 
< 2 1 2 > DNA 

<213> partial maize ERECTA 

15 

<400> 21 

cctggactct gtggatattg gcttggttct tcatgtcgtt ccactggcca ccgagacaaa 



60 



ccgccastct caaaggctgc cataattgct gttgctgtgg gtggacttct tatcctcctg 120 

20 

atcatcttac tagctgtatg caggccacac catccacctg cttttaaaga tcccactgta 



180 



360 



420 



agcaagccag tgagcaatgg tccacccaag ctggtgatcc ttcatatgaa catggctctt 240 

25 catatctttg atgatataat gaggatgact gagaacttga gtgagaaata catcattgga 500 

tacggggcat caagtacagt ttataaatgt gttctaaaga attgcaaacc agtggcaata 

aaaaagctgt atgcccacta ccctgcagag ccttaaggaa tttgaaactg egctcgagac 
30 

tcttggtagc atcaaecacc gcaatctagt cagccttccc aagggtactc gttctcacct 480 

qttgggaacc tcctctttta tgattatatg gagagtggca gcttatoaaa tattttacat 540 

35 gaaggctcat ccaagaagaa caaacttgac tgggtcactc gcctacggat cgctcttggt 600 

Qcagctcaac gcctcgctta ccttcaccat gactgcaocc cacgaataat tcaccgcgac 660 

ctaaaatcaa agaatatact cctcgacaaa gattatgagc cccatcttac agacttccgc 120 

40 

atccctaaga gcttatgtct ctcgaacact cacacctcaa cctacctcat aoccactatt 760 



CIO 



ttacattc atcccgacta cgcccgcacc tcccccctca acgacaagtc tgatgtctec 640 



aa 



52 



ctacgg" tcgttctgct ooogctgctg sccggcaego agccagtggo caacgagtgc SOC 

.^i-ccatc acttaatcct atcgaegacg gcgagcaacg aggtcatgga gacggtagac 960 

^ cccQScgtgg gagacacctg caaggacctg ggcgaggtga agaagctctt ccagctagcg 102« 

ctcctctgca ccsagcggca occctcggec cgoccgacge tgcacgaggt ggtgcgcgtc 1060 

lO cttgactQcc tggtgaaccc ggagccgccg ccgcagccoc agcagcagca gcagaagggc 1140 

ocacQcgcac caccagctgc ccccccsgcc gtcgccgccc gcctecgtcc acgagtacgt 1200 

cagcctgcgc ggcactggcg ccctctcctg cgccaactco tcceccacct cggacgccge 1260 



15 



gctgttcctc sag 



<210> 



12"; 



2o <:ia> 

..'l-s; partial mai^e ERECTA 

<400; 

25 cacsasstgt cagtcaaact actccccctg caatccgcct cectcaaggc gcctcaccga 60 
acatctscgt cttcccctac eccatgttct gcgagatggc ^0*^ 



30 <210S 

, - 1 * "^cc 



r r t i £ i ma i z 6 ERECTS. 



35 

ml sc_f eat ure 
' ' net ceteriTiinec 



40 

. 4 CO- 

_,.ttttt tttttttttt tttttCoCCo CCooCClCCC CtCCtCttCC CttCCCtCoC 



25 <A00> 24 

tttttttttt ttttttttga agaagctccg ctgctctcgc gttgcgtcac atgacttrtt 



40 caccacctcc ggcatc 



120 



53 

^^g-^^tttt acagctaacs acaccctagc tactgagtcc catgttaatc tcctgcgctg 

cgtcccacaa aatgtcagtc aaactactcc ctgcaatcgc cctcactcaa ggcgcctcac 180 

5 cgaacgtctc cgtcttcccc tacaccatgt tctgcgagat ggcctcgccg aacttgagga 240 

acaqctcggc gtccgaggtg ctggacgagt tggcgcagga gagggcgccg gtgccccgca 300 

ggctgacgta ctcgtcgacg taggccggcg gcgacggctg cggcgccagc tggtggtgcc 560 

catgcQCCtt ctgctgctgc tgctgcggct gcggcggcgc ctcccggttc accacgcagt 420 

caaggacgcg caccacctcg tgcatcgtcg gccggtccga gggctgccgc ttggtgcaga 480 

15 ggagcgccag ctggaacagc ttc.ttcacct cgcccaggtc cttccaggng tctcccacgt .540 

cagagtccac cgtctccatg acctcgttgc tcgccgtctt cgataggatc aaggatgga 599 



20 <210> 24 

<211> 436 

<212> DNA 

<213> partial maize ERECTA 



60 



acagataaca ccaccctagc tactgagtcc catgttaatc tcctgcgctg cgttccacaa 120 

30 aatgtcagcc aaactactcc ctgcaatcgg cctcactcaa cccccctcac ccaacgtcta 

cgtcttcccc tacaccatgt tctgcgagat ggcctcgccg aacttgagga acagctcggc 

otcccaggtg ctgcacoagt tggcgcagga gagggcgccg ctcccccqca ggctgacgta 

35 

ctcctcgacg taggccggcg gggacggctg cggcggcacc tggtggtccg cgtgcgcctt 



160 



240 



500 



360 



ctcctgctgc tgctgcggct gccccggggg ctccgggttc accaggcact caaggacgcg 420 



4 3.6 



54 

<211> 

<212> DNA 

<215> partial maize ERECTA 
5 <400> 25 

ccaaagaasa atggagsggg gggataaaga agatgaggaa caagctcccc tgctcttgcc 



60 



ttccgtcaca tgacttttta cagctaacaa caccctagct actgagtccc atgttaatct 120 

lO cctgcgctgc gtcccacaaa atgtcagtca aactactccc tgcaatcggc ctcactcaag 180 

gcgcctcacc geacctctac gtcttcccct ecaccatgtt ctgcgacotg gcctcgccga 240 

acttgaggaa cagctcggcg tccgaggtgc tcgacgagtt gccgcaggac agggcgccgg 500 

taccccgcag gctgacgtac tcgtcgacgt aggccggcgg cgacggctgc cgcggcagct 360 

gctggtgcgc gtgcgccttc tgctgctgct gctgcggctg cggcggcgcc tccgggttca 420 

20 ccaggcagtc aaggacgcgc accacctcgt gcatcgtcgg ccggtccgag ggctgccgct 480 

tcgtgcagac gagcgccagc tggaacagc 

25 <210> 26 

<211> 318 

<212> DNA 

<2a3> partial maize ERECTA 

30 '^00? 

aatgcatcaa tacagcctcc tagtaagtta gaccaccaaa gaaaaatggg gagggggcat 60 
aaagaagago aagaagctcc gctgctcttc cgtcacatga ctttttttac agctaacaac 120 
35 accctagcte ctgagtccca tgttaatcte ctgcgctgcg tcccacaaaa tgtcagtcaa 

-ctactcccc ctgcaatcgg cctcactcaa ggcgcctcac cgaecctcta cgtcttcccc 240 
tacaccatgt tctccgagat cgcctcgccc aacttcagga acacctcgcc gtccgagctg 



180 



00 



40 

rtooacoact tgccccag 



55 

<210> 27 
<211> 

<212> DNA 

<213> partial maize ERECTA 

5 

<A00> 27 

aqcaagccag tgagcaatgg tccacccaac ctggtgatcc ttcatatgaa catggctctt 



2 9 

HI- 



SS <210- 



•-213- partial meize ERECTA 

tttttttttt tttttttttt ttttttcagg aacaagctcc cctcctcttc ccttocctca 
catgactttt tacagctaac aacaccctac ctactcactc ccatgttaat ctcctgcgct 



60 



^.^g*. ctttg atgatetaat gaggatgact gagaacttca gtg 10- 

10 

<210> 2e 
<211> 

<212> DNA 
15 <213> partial maize ERECTA 

<400> 28 

ataattcacc gggacgtaaa atcaaagaat atactcctcc acaaagatta tgaggcgcat 60 

20 cttacsgact tcggcatcgc taagagctta tgtgtctcca agactcacec ctcaacctac 120 

gtcatcggca ctattggtac acttgatcct gagtacgccc gcacctcccg cctcaacgag 180 

aagtctgatg tctacagcta cggcatcgtt ctgctggegc tgctgaccgg caagaagcca 240 

25 

otagacaacc agtgcaatct ccatcacttg atcctatcga acaccgcgag ccaacgaggt 

catoaagacg gtggaccccg acgtgggaga cacctgcaag gacctgcgcc aggtgaagaa 

30 cictgttccag ctggcgctcc tctgcaccaa gcagcacccc tcggacccgc cgacgatgca 

ccaggtggtg cgcgtccttg actgcctggt gaacccgc 



300 



360 



420 



4 56 



60 



120 



56 



<A0O> 30 

25 tcocaaaaga tcatcaagca gaggaacggg agagatgatg atggatcaat ecagcctcct 

agtaagttag accacaeaca aaaatgggga ggggggataa acaagaggaa gaagctccgc 

tactcttgcg tcacatgact ttttttacag ctaacaacac cctagctact gagtcccatg 

30 

ttaatctcct gcgctgcgtc ccacaa 



180 



gcgtcccaca aaatgtcagt caaactactc cctgcaatcg gcctcatttt tttgttgtcc 
tcaccgaacc tctacgtctt cccctacacc atgttctgcg agatggcctc gccgaacttg 240 

5 

aggaacagct cggcgtccga gctgctggac gagttggcgc aggaaagggc gccgctgccc 500 
cgcaggctga cgtactcgtc gacgtaggcc ggcggcgacg gctgcggcgg cagctggtgg 360 

420 



480 



10 tgcgcgtgcg ccttctgctg ctgctgctgc ggctgcggcg gcggctccgg cttcaccagg 
caatcaaggs cgcgcaccac ctcgtgcatc gtcggccggt ccgagggctg ccgcttggtg 
cagaggagcg ccagctggaa cagcttcttc acctcgccca ggtccttgce ggtgtctccc 540 
acatcggggt ccaccggctc catgacctcg ttgctcgccg tcttcgatag gat 593 



<210> 30 

20 <211> 206 

<212> DNA 

^21 3> partial maize ERECTA 



60 



120 



180 



206 



<2i0> 31 

35 <-^ii= ^^"^ 

■'213' partial maize ERECTA 

-:4 00: 3; 

40 caagcagacg aacgggageg atgatcatgc atcaatacac cctcctagta acttagacca 60 



CoooOcOCscc; 



tgagcaccgc cgataaaoaa gaggaacaac ctccgctcct cttgcctcac 



120 



10 



15 



20 



25 



35 



AO 



<210> 32 
<211> 527 
<212> DNA 

<213> partial maize ERECTA 

<4 00> 32 

gaaagtcaca agatcataag gaagaggaac gggagagatg atgatggatc aatacagcct 



<210> 

<2}2> DK>^- 



57 

atgacttttt ttacsgctaa caacacccta gctactgagt cccatgttea tctcctgcgc 180 

tocgtcccac aaaatgtcag tcaaactact ccccctccaa tcggcctcac tcaaggcgcc 240 

5 tcaccgaacg tctacgtctt cccctacacc atgttctccg acatggcctc gccgaacttc 300 

aggaacagct cggcgtccge ggtgctggac gagttgcccc eggagacgcc gccggtgccc 360 

cqcagactga cgtactcgtc gacgtaggcc ggcogcgacc cctgcgccgg cagctggtgc 420 

tgcgcgtgcQ gcttctgctg ctgctgctoc ggctccgccg ccgcctccgg gttcaccagc 480 

caatcaagga cgcgcaccac ctcgtgcatc gtcggccggt ccgagggctg ccgc 534 



60 



cctagtaagt tagaccacca aagaaaaatg gagagggggg ataaagaaga tgaggaagas 120 

qctccgctcc tcttgcgttg cgtcacatga ctttttacag ctaacaacac cctagctact 180 

gagtcccatg ttaatctcct gcgctgcgtc ccacaaaatc tcactcaaec tactccctgc 240 

30 aatcggcctc ectcaaggcg cctcaccgaa cgtctacctc ttcccctaca ccatgttctg 300 

caaaatggcc tcgccgaect tgaggaacag ctccccgtcc cagctgctgc acgagttggc 36.0 

ccaaoaaagc gcgccgctac cccgcaggct gacctactcc tcgacctagc ccgccggcga 420 

cacctgcggc gccagctggt ggtgcgcgtg cgccttctcc tgctcctgct gcggctccgg 480 

cggcagctcc gctgttcacca gccactcaag gacccccacc acctcct 



527 



58 

<213> partial maize ERECTA 
<400> 33 

cttgcgttgc gtcacatgac tttttacagc taacaacacc ctagctactg agtcccatgt 

5 

taatctcctg cgctgcgtcc cacaaaatgt cagtcaaact actccctgca atcgccctca 



<400> 34 

2S tcgagttttt tttttttttt ttttgatgat ggatcaatac agcctcctag taegttagac 



c 

40 



60 



120 



ctcagggGQc ctcaccgaac gtctacgtct tcccctacac caggttctgc gagatggcct 180 

lO cgccgaactt gaggaacagc tcggcgtccg aggggctgga cgagttggcg caggaaagcg 240 

cgccggggcc ccgcaggctg acgtectcgt cgacgtaggc cggcgccgac ggctgccgcg 300 

ocagctggga gtgcgcgtgc gccttctgct gctgctgctg cggttgcggc ggcggctccg 360 

gattcaccag gcagtcaagg acgcgcacce cctcgggcat cgtcggccgg tc 412 



<210> 34 

20 <211> 533 

< 2 1 2 > J^N^' 

<213> partial maize ERECTA 



60 



caccaaagea aaatggagag gggggataaa gaegatgagg aagaagctcc gctgctcttg 120 
cgttgcgtca catgactttt tacagctaac aecaccctac ctactgagtc ccatcttaat 



160 



30 

ctcctccgct gcgtcccaca aaatgtcagt caaactactc cctgceatcg gcctcactca 240 

aggcccctca ccgaacgtct acgtcttccc ctacaccatg ttctgcgaga tggcctcccc 300 

35 geacttgagc aacagctccg cgtccgaggt gctggacgag ttggcgcagg egagggcgcc 

ogtgccccgc agcctgacgt actcctcgac gtagcccgcc gccgacgcct gcggcgccag 

tcctggtgc ccgtgcgcct tctgctgctg ctcctgccgc tgccgccgcc gctccccctt 460 

coccacacac tcaaggaccc gcaccacctc gtccatcctc cgccggtcca age 533 



3 60 



420 



59 

<210> 

<211> 191 
<212> DNA 

<213> partial maize ERECTA 

5 

<400> 35 

ac«cctcctac taaottagac caccaaagaa aaatggagag gggggataaa caagatgagg 



ccctgcaatc g 

15 

<210> 36 
<212> DNA 

<213> partial maize ERECTA 

20 

gacgttggga acctcctctt ttatgcttta tccagagtgg cagcttatgg gatgttttac 
otgaaggctc atccaagaag aacaaacttg actggctgac tcgcctacgg atcgctcttg 

25 

gtgcagctca aggcctcgct taccttcacc atgactgcag cccacgaata attcaccggg 
acGtaaaatc aaagaatata ctcctcgaca aagattatga ggcgcatctt acagacttcg 
30 gcatcgctaa gagcttatgt gtctcgaaga ctcacacgtc aacctacgtc atgcgcacta 
ttcgttacat tgatcctgag tacgcccgca cctcccgcct caacgagaag tctgatgtct 
acaactaccc catcgttctc ctggagctgc tcaccgccaa gaagccagtc gacaacgagt 

35 

Qcaatctcca tcacttgatc ctatcgaaga cgcccaccaa cgagctcatg gagacggtgg 



60 



aagaagctcc gctgctcttg cgttgcgtca catgactttt tacagctaaa caacacccta 120 
gctactg«9t cccatggtae tctcctgcgc tgcgtcccac aaaatgtceg tcaaactact 



180 



191 



60 



120 



180 



240 



300 



560 



420 



480 



occccgacgt ggcagacacc tgcaaggacc tcgcccacot gaagaagctc ttccagctgg 540 
40 cgctcctctc caccaagcgg cagccctccg acccgcccac gatgcaccag gtggtgcgcg 600 
tccttaactc cctggtgaac ccgcagccgc ccccccaccc gcagcegcac cagcagaacc 



660 



6o 

cgcacgcgca ccaccagctg ccg 



<210> 37 

5 <211> 610 

<212> DNA 

<213> partial maize ERECTA 



<400> 37 

lO cttcggcatc gctaagagct tatgtgtctc gaagactcac acgtcaacct acgtcatggg 



caccaagctg ttcctcaagt tcggcgaggc catctcgcag aacatggtgt aggggaagac 
30 gtagacgttc 



<:2iO: 38 

<2:i:- :::06 

35 <212:- DNA 

<213> partial maize EKECTA 

<220^ 

<221> misc_feature 

40 <222: (136) . . (i3£} 

.r'-'?: not determined 



68 ■ 



60 



cactsttggt tacattgatc ctgagtacgc ccgcacctcc cgcctcaaco agaagtctga 120 
tatctacagc tacggcatcg ttctgctgga gctgctgacc ggcaaaaacc cagtggacaa 



180 



15 

caagtgcaat ctccatcact tgatcctatc gaagacgccg agcaacgagg tcatggagac 240 

gatggacccc gacgtgggag acacctgcaa ggacctgggc gaggtaaaga agctgttcca 300 

20 gctggcgctc ctctgcacca agcggcagcc ctcggaccgg ccgacgatgc acgaggtggt 360 

acacgtcctt gactgcctgg tgaacccgga gccgccgccg cagccgcagc agcagcagca 

goaggcgcac gcgcaccacc egctgccgcc gcagccgtcg ccgccggcct acgtcgacga 
25 

gtacgtcagc ctgcggggca ccggcgccct ctcctgcgcc aactcgtcca gcacctcgga 540 



420 



480 



600 



610 



6i 



<400> 38 

gcaagccagt gagcaotggt ccacccaagc tgggatcctt catatgaaca tggctcttce 



aaaactg^st gcccactacc ctcagagc 

lO 

<210> 39 
<2ia> ^34 

<212> DNA 

<213> partial maize ERECTA 
<400> 39 

geccggQScg taaaatcaaa gaatatactc ctcgacaaag attatgaggc gcatcttaca 



60 



120 



tgtctttgat gatataatga ggatgactga gaacttgagt gagaaetaca tcattggata 
5 

cgaggcatca agtactgntt ataaatgtgt tctaaagaat tgcaaaccag tggcaataaa 180 



208 



60 



gacttcggca tcgctaagag cttatgtgtc tcgaagactc acacgtcaac ctacgtcatg 120 

20 

ggcactattg gttacattge tcctgagtac ccccgcacct cccgcctcaa cgagaagtct 160 

aatgtctaca gctacggcat cgttctgctg gagctgctga ccggcaacaa gccagtgcac 240 

25 aacaactgca atctccatca cttgatccta tcgaacacgg cgagcaacga cgtcatggag 300 

acggtggscc ccgacctggg agacacctgc aaggacctgc ccgacgtcaa caagctgtt.c 360 

caactggcgc tcctctgcac caagcggcag ccctcggacc ggccgacgat gcacgaggtg 420 

30 

gtgcgcgtcc ttgactgcct gctgaacccg gagccgccgc cgcagccgca gcagcagcag 480 

cagaaggcgc acgcgcecce ccaoctcccg ccgcacccct ccccaccocc ctacgtccac 540 

35 gaatacgtca gcctgcgggc cacccgcgcc ctctcctccc ccaactcctc cagcacctcg 600 

oacoccoacc tcttcctcaa gttccgccag ccca 654 



40 -^2 2 0^ 

•:. 1' 1 ?. r pa r t i a j ir.a i c 6 ERECTA 



62 



acttgatqcc ccgtatccaa tgatgtattt ctcactcaag ttctcagtca tcctcattar 
5 atcatcaaag acatgaagag ccatgttcat atgaaggatc accagcttgg gtgcaccatt 
actcactggc ttgcttacag tggcatcttt eaaagcaggt ggatgctgtg gcctgcatac 
agctactaag atcatcagga ggataacaag tccacccaca ccaacaccaa ttatggcegc 

lO 

cr.ttgagstt gacggtttgt ctcggtggcc actgcaacga catgaagaac caagccaata 



20 

aatctccatg acacttct 



<2aO= 41 



25 <211> 

<212> DN^' 

<213^ partial maise ERECTA 

<400> 41 

30 tacttgatgc cccgtatcca atgatgtatt tctcactcaa cttctcactc atcctcatta 



60 



120 



180 



240 



500 



360 



tccacagagt ccaggattac ctaaaeagct gtcatgtgaa aaccgtgtga acttgttgtc 
:15 agtagggaca ^caccagcca aattattcta tgacacattt aagatattge ggctgaagca 
gttcatcaga gaagagacat cgccagttat attgttgttt tccagtttta gcaacatcag 
gttttgcagc attccaagtt cttgaggaat cagaccacca agatgattat aggataaatc 540 .4^,^ 



420 



480 



556 



,60 



120 



tatcatcaaa gacatgaaga gccatgttca tatcaaggat caccagcttg ccrggaccat 

tcctcactgg cttccttaca gtggcatctt taaaagcagc tgcatcgtat ggcctacata IBO 

35 

caoctactaa gatcatcagg aggataacaa gtccacccac agcaacacca attatggcac 240 



ccttt 



aagat tcgcggtttc tctcggtggc cactogaacg acatgeagaa ccaagccaat jOO 



40 atccacagag tccaggatta cctaaaaagc tgtcatgtga aaaccgtctg aegttgttgt 360 
caatagogac aacaccaccc aaattattct atcacacatt taagatattc accct-ccagc 



4 2 



63 



aattcatca 



5 <211> 

<212> DNA 

<213> partial maize ERECTA 



<400> 

lO acatacssct caacaggtta actggatcga taccaccaga gctaggaaat atgtcaacac 



15 



25 



30 



35 



429 



40 



60 



ttcattacct agaectgaat gataatcaac ttactcggtc aattccacce gaccttggaa 120 
aactaacagg cttgtttgac ctgaaccttg cgaataacca ccttgaagga ccaattcctg 



180 



acaacctaao ttcatgtgtg aatctcaata gcttceatgc ttatggcaac aagttaaatg 240 

caaccattcc tcgttcgctg cggaaacttg aaagcatgac ctatttaaat ctttcatcaa 300 

20 atttcataag tggctctatt cctattgagc tatcaaggat caacaatttg gacacgttgg 360 

acttatcctg taacatgatg acgggtccaa ttccatcatc cattggcaac ctagagcatc 420 

tattgaggct taacttgagc aegaatgatc tacttggatt cetccctccc gactttcgta 480 

atttgagaag tgtcatggag attgatttat cctataatca tcttggtggt ctgattcctc 540 

aacaacttgg aatgct 556 



<li3:- partial maize ERECTA 
<400> 

qacgttggca acctcctctt ttatgcttta tgcacactcc cagcttatgc catcttttac 60 

atcaagcctc atccaagaac aacaaacttg actgcctgac tcgcctacgc atcgctcttg 120 

ctgcaoctca agccctccct taccttcacc atcactccac cccaccaata attcaccccc JcO 

acctaaaatc aaagaatata ctcctcgaca aacattatca cqcccatctt acacacttcc 240 



64 



gcatcgctaa gagcttatgt gtctcgaaga ctcacacgtc aacctacgtc atgggcacta 300 

ttggttacat tgatcctgag tacgcccgca cctcccgcct caacgagaag tctgatgtct 360 

5 

acagctacgg catcgttctg ctggagctgc tgaccggcaa gaagccagtg gacaacgagt 420 

gcaatctcca tcacttgatc ctatcgaaga cggcgagcaa cgaggtcatg gagacggtgg 480 

30 accccgacct gggagacacc tgcaaagacc tgggcgaggt gaagaagctg ttccagctgg 540 

cgctcctctg caccaagcgg cagccctcgg accggccgac gatgcacgag gtggtgcgcg 600 

tccttaactg cctggtgaac ccggacccgc cgccgcagcc gcagcagcac cagcagaagg 660 



15 

cgcacgcgca ccaccagctg ccg 



<210> ^4 

20 <211> 2316 

<212-^ DNA 

<2i3^ maize ERECTA 

<400> 

25 acatacaagt caacaggtta actggatcga taccaccega gctaggaaat atgtcaacac 

ttcattacct agaactgaat gataatcaac ttactgggtc aattccacca cagcttggaa 

ggctaacagg cttgtttgac ctgaaccttg cgaataacca ccttgaagga ccaattcctg 

acaacctaag ttcatgtgtg aatctcaata gcttcaatgc ttatggcaac aagttaaatg 

caaccattcc tcgttcgctg cgcaaacttg aaagcatgac ctatttaaat ctttcatcaa 

35 atttcataag tgcctctatt cctattcagc tatcaaggat caacaatttc gacacgttgg 



683 



60 



120 



180 



240 



300 



360 



acttatcctc taacatgatg accggt ccaa . ttccatcatc cattggcaac ctacagcatc 420 
tattceogct taacttcagc aacaatgatc tagttggatt catccctccc cagtttggta 



480 



AO 

c.tttcecaag tctcatggac attcatttat cctataatca tcttgctcct ctcattcctc 540 



aacaacttgc aa 



atactocaa aacctcatct tgctaaaact cgaaaacaac aatataactg 600 



65 



gcgatgtctc ttctctgatg asctgcttca gcctcaatat cttaaatgtg tcatacaara 660 

atttggctgg tgctgtccct actgacaaca acttcacaco gttttcacat gacagctttt 120 

5 

tagataatcc tggactctgt ggatattggc ttggttcttc atgtcgttcc actggccacc "780 

aaaacaaacc gccaatctca aaggctgcca taattggtgt tgctgtgggt ggacttgtta 840 

30 tcctcctgat gatcttagta gctgtatgca ggccacacca tccacctgct tttaaagatg 900 

ccactgtaag caagccagtg egcaatggtc cacccaagct cgtcatcctt catatgaaca 960 

tggctcttca tgtctttgat gatataatga ggatgactga gaacttgagt gagaaataca 1020 

tcattggste cggggcatca agtactgttt ataaatgtgt tctaeagaet tgcaaaccag 1080 

tggcaataaa aaagctgtat gcccactacc tgcagagcct taaggaattt gaaactgagc 1140 

20 tcgagactgt tggtagcatc aaacaccgga atctagtcac cctgcaaggg tactcgttgt 1200 

cacctgttgc gaacctcctc ttttatgctt atatggagac tggcagctta tgggatgttt 1260 

tacatgaagg ctcatccaac aagaacaaac ttgactggct gactcgccta cggatcgctc 1320 

25 

ttggtgcagc tcaaggcctc gcttaccttc accatgactc cagcccacga ataattcacc 1380 

gggacgtaaa atcaaagaat etactcctcg acaaagatta tgaggcgcat cttacagact 1440 

30 tcggcatcgc taagagctta tgtgtctcga agactcacac gtcaecctac gtcatgggca 1500 

ctattggtta cattgatcct gagtecgccc gcacctcccc cctcaacgag aagtctgatg 1560 

tctacagcta cggcatcctt ctgctgcagc tgctcacccc caacaagcca gtggacaacc 1620 

35 

aatgcaatct ccatcacttc atcctatcga agacgccgac caacgagctc atggagacgg 1660 

tcgaccccga cctcgcacac acctgcaagg acctccccca cctcaagaag ctgttccagc il^O 

40 tgocgctcct ctgcaccaac ccgcagccct cgcacccccc caccatgcac caggtggtgc 1600 

ccctccttcc ctccctcctc ecccccgagc cgccccccca cccccaccac cegcegcaca 1660 



66 

aggcgcacgc gcaccaccag ctgccgccgc agccgtcgcc gccggcctac gtcgacgagt 1S20 

acgtcagcct gcggggcacc ggcgccctct cctgcgccsa ctcgtccagc acctcggacg 1980 

5 ccgagctgtt cctcaagttc ggcgaggcca tctcgcagaa catggtgtag gggaagacgt 2040 

agacottcgg tgaggcgcct tgagtgaggc cgattgcagg gagtagtttg actgacattt 2100 

tatgggacgc agcgcaggag attaacatgg gactcactac ctacgctgtt cttagctgta 23 60 

lO 

aaaagtcatc tgacgcaacg caagagcagc ggagcttctt cctcetcttc tttatccccc 2220 

ctctccattt ttctttggtg gtctaactta ctacgaggct gtattgatcc atcatcatct 2280 

15 ctcccgtt.cc tcttccttat .gatcttgtga ctttc 2 315 



<210> 45 
<211> 

20 <212> PR" 

<213> maize ERECTA 

<400> 4S 

25 Met Gin Vol Asn Arg Leu Thr Gly Ser lie Pro Pro Glu Leu Gly Asn 
1 5 10 15 



Met Ser Thr Leu His Tyr Leu Glu Leu Asn Asp Asn Gin Leu Thr Gly 
30 20 2 5 30 



Ser lie Pro Fro Glu Leu Gly Arc Leu Thr Gly Leu Phe Asp Leu Asn 
2b 4 0 4 5 

35 

Leu hla Asn Asn Kis Leu Glu Gly Pre lie Fro Asp Asn Leu Ser Ser 
50 

40 

Cv£ Vc-.: ^.Jn Leu Asn Ser Phe Asn Ala Tyr Gly Asn Lys Leu Asn Giy 
65 'f^^ 



# 



67 



Thr lie fro Axg Ser Leu Arg Lys Leu Giu Ser Met Thr Tyr Leu Asn 
65 50 9t 



Leu Ser 



Ser Asn Phe lie Ser Gly Ser lie Fro lie Glu Leu Ser Arc 



100 



lOf 



no 



30 lie Asn ^^-sra Leu Asp Thr Leu Asp Leu Ser Cys Asn Met Met Thr Gly 
115 120 i^'^' 



Frc lie frc Ser Ser lie Gly Asn Leu GJu His Leu Leu Arc Leu As: 



15 



Leu ser Ly? Afn Asp Leu Val Giy Phe lie Pre Al£ Glu Phe Gly Asn 



I4b 



150 



155 



160 



20 



Leu Arg 



Ser Val Met Glu He Asp Leu Ser Tyr Asn Kis Leu Gly Gi': 



165 



I'O 



i"/5 



25 



Leu lie Pre Gin Glu Leu Gly Met Leu Gin Asn Leu Met Leu Leu Ly£ 



30 Leu Giu Asn Asn Asn lie Thr Giy Asp Val Ser Ser Leu Met Aeh Cys 



200 



205 



35 



Fhe ser Leu Asn iie Leu Asn Vol Ser 1 yi A 
:iO 2Jb . 



-n A.sn Leu Ait Gly i-.'. 
220 



VLi pre -iT.r 

- - c 



z Asn Asn Phe Thr Arc Fhe Ser His Asp Ser Phe Leu 
2K. 



40 



Gi'- Af- fjc Giy Leu Cy 



Cys Gly Tyr Tip Leu Giy Ser Ser Cyc z..rc Sei 



68 



Thr Gly "i- Lys Pre Pre lie Ser Lys Ala Ala lie lie Giy 

260 265 2*70 



Val Ala Vai Gly Gly Leu Val He Leu Leu Met He Leu Vei Aje Val 

276 280 2ee 



JO 

Cv5 Arg Pre His His Pre Pre Alo Phe Lys Asp Ala Thr Vsi Ser Lys 

2CC 300 



250 



zc v-ai Sex Asn Gly Pre Pre Lyc Leu Val .He Leu Kis Met Asn Met 

30t 



^5 

310 2i5 -^0 



Aio Leu 



His Val Phe Asp Asp lie Met Arg Met Thr GJu Asn Leu Ser 



20 225 350 



Glu Lys Tyr He 
340 

25 

Va: Leu Lys Asn 



30 

Tvr Leu Gin Ser 
3'0 



35 Sei nit 
sit 



He Gly Tyr Gly Ala Ser 
34 5 



Cys Lys Fro Vej Aia He 
3 60 



Leu Lys Giu Phe Giu Thr 



Arg Asn Leu Val Ser Leu 
390 



Ser Thr Vai Tyr Lys Cys 

350 



Lys Lys Leu Tyr Ala His 
365 



Giu Leu Giu Thr Vai Gly 
360 



Gin Giy Tyr Ser Leu Ser 
3c,c 400 



40 



Xi/i Giy Asn Leu Leu Phe 
4 05 



Aii 



Tyr Met Giu Ser C-'^y Ser 
450 



Trp ^''^^ ^''-y ^^'^ ^-'^ 



>.SF Trp 



69 

420 425 43Ci 



Vol Thr Arg Leu Arc Ue Alo Leu Gly Ma Ale Gin Gly Leu Ala Tyr 
435 440 445 



Leu His Hif Asp Cys 
450 

30 

LvE Asn lie Leu Leu 
4 65 

Gly lie Ala Lys Sex 
485 



Ser Pre Arg lie lie His 

455 



A.£p Lys Asp Tyr Giu Ala 
4-70 4-5 



Leu Cys Val Ser Lys Thr 
4 90 



Arc Asp Val Lys Ser 
4 6-0 



Kis Leu Thr Asp Phe 
480 



Kis Thr Ser Thr Tyr 
4 95 



20 Vol Met: Giy Thr lie Gly Tyr lie Asp Pre Glu Tyr Ala Arc Thr Ser 
500 505 510 



25 



Arc Leu Asn Glu Lys Ser Asp Val Tyr Ser Tyr Giy :ie Val Leu Leu 
515 520 5-- 



Glu Leu Leu Thr Giy Lys Lys Pro Val Asp Asn Giu Cys Asn Leu His 

30 



550 535 540 



His L€U 
54 5 



lie Leu Ser Lys Thr Ala Ser Asn Giu Vai Met Giu Thr Val 
55 0 55£ 5€0 



35 

Asp pre Asp Vai Giy Asp Thr Cys Lys Asp Leu Giy C-ic vai i.ys Lys 
'..f- 5-e 



40 



Leu Phe Gin Leu Ai a Leu Leu Cys Thi 
5f0 5e5 



jvs f.zc v.-i: 



rc Ser Asp Arc 
190 



# 



70 



Pro Thr Met His Glu Vol Vel Arc Vsl Leu Asp Cys Leu Val Asn Pro 
595 600 605 



5 Glu Pro Pre Pre Gin Pre Gin Gin Gin Gin Gin Ly£ Ais Wis Aie His 



eio 



615 620 



His Gin Leu Pre Pre Gin Pre Ser Pre Pre Aie Tyr Vai Asp Giu Tyr 
lO 625 ^30 635 640 



15 



vel Ser Leu Arg Giy Thr Gly Ale Leu Ser Cys Ais Asn Ser Ser Ser 
64 5 650 655 



Thr Ser Asp Ala Glu Leu Phe Leu Lys Fhe Giy Glu Aie lie Ser Gin 
66C 665 670 



20 

Asn Met Vci 
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